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About this User Guide

IMPORTANT: Before using the Biomark™ or EP1™ system, read and understand the
safety guidelines in this document. Failure to follow these guidelines may result in
undesirable effects, injury to personnel, and/or damage to the instrument or to property.

How To Use This Guide

The following chapters provide information about the data collection software
on the Biomark or EP1 system.

Safety Alert Conventions

CAUTION! ABBREVIATED SAFETY ALERTS. Hazard symbols and hazard
types specified in procedures may be abbreviated in this document. For the
complete safety information, see Appendix C, Safety, on page 105.

Fluidigm documentation uses specific conventions for presenting information that
may require your attention. Refer to the following safety alert conventions.

Safety Alerts for Chemicals

For hazards associated with chemicals, this document follows the United Nations
Globally Harmonized System of Classification and Labelling of Chemicals (GHS)
and uses indicators that include a pictogram and a signal word that indicates the
severity level:

Indicator Description

diamond-shaped frame. Refer to the individual safety data sheet (SDS) for the

Pictogram (see example) consisting of a symbol on a white background within a red
@ applicable pictograms and hazards pertaining to the chemicals being used.

DANGER Signal word that indicates more severe hazards.

WARNING | Signal word that indicates less severe hazards.
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About this User Guide

Safety Alerts for Instruments

For hazards associated with instruments, this document uses indicators that
include a pictogram and signal words that indicate the severity level:

Indicator Description
Pictogram (see example) consisting of a symbol on a white background within a
A black triangle-shaped frame. Refer to the instrument user guide for the applicable
pictograms and hazards pertaining to instrument usage.

DANGER Signal word that indicates an imminent hazard that will result in severe injury or
death if not avoided.

WARNING Signal word that indicates a potentially hazardous situation that could result in
serious injury or death if not avoided.

CAUTION Signal word that indicates a potentially hazardous situation that could result in
minor or moderate personal injury if not avoided.

IMPORTANT | Signal word that indicates information necessary for proper use of products or
successful outcome of experiments.

Safety Data Sheets

Read and understand the SDSs before handling chemicals. To obtain SDSs for
chemicals ordered from Fluidigm, either alone or as part of this system, go to
fluidigm.com/sds and search for the SDS using either the product name or the part
number.

Some chemicals referred to in this user guide may not have been provided with
your system. Obtain the SDSs for chemicals provided by other manufacturers from
those manufacturers.

8 Biomark/EP1 Data Collection User Guide



The Biomark™ System and 1
EP1™ Reader

Biomark System Overview

# BIOMARK

The Biomark™ System includes the optical, thermal cycling, and software
components necessary to perform real-time gPCR gene expression, genotyping
and digital analysis, as well as end-point analysis for genotyping and digital
applications.

Biomark/EP1 Data Collection User Guide 9



The Biomark™ System and EP1™ Reader

The Biomark™ System provides orders of magnitude higher throughput for real-
time gPCR compared to conventional platforms due to its integrated fluidic
circuits (IFCs)—nanofluidic IFCs that contain fluidic networks that automatically
combine sets of samples with sets of assays. This innovative solution for real-

time gPCR provides experiment densiti

es far beyond what is possible with

microplate platforms, and significantly reduces the number of liquid-handling

steps and volumes per reaction.

Components of the Biomark System

%

PN A

Figure 2. Biomark front view

Retracted tray

Instrument indicator light
Computer indicator light
Status indicator light

Soft power button

Optical drive

10
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Biomark System Overview

USB ports (2)
o Ethernet ports (1)
' VGA port

Figure 3. Biomark right side view

Circuit breaker
Computer power switch

Instrument power switch

@@9 >
_@Q@ 4

Monitor power socket
Power socket

|

Figure 4. Biomark rear view
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The Biomark™ System and EP1™ Reader

Components Included in the Biomark Shipping Box

Component Purpose Qty

1. Biomark instrument Thermal-cycles the IFC and collects real-time | 1
and endpoint data.

2. Power cable Country specific power cable to connect the | 1
Biomark to the wall socket.

The instrument has a connection to
@ protective earth through the power

cord provided by Fluidigm. Ensure

that the electrical receptacle
provides an earth ground before connecting
the power cord.

Use only power cords provided by Fluidigm
or power cords that meet the minimum
ratings of 250V/10A, 16AWG and a length
not exceed 2 meters (6 feet).

3. Flat screen monitor Displays the status of the Biomark system 1
and Data Collection software.

4. Keyboard and mouse Input devices for using the Biomark 1
software.
5. IFC Controller Controls filling of reagents and valve 1

actuation in IFCs

Biomark Operating Environment

The Biomark system should be used in an environment that meets the requirements.

IMPORTANT: The Biomark system is for indoor use only.

Temperature Ambient between 15 °C and 30 °C (59-86 °F)
Humidity 20%-80%, non-condensing

Pollution Degree 2

Electrical installation Category Il

Altitude Up to 2,000 m (6,562 ft)

Biomark Power Options

Biomark operates through 100-240 VAC power at 50/60 Hz, 9.0 A, 100V; 3.7A,
240V.

12 Biomark/EP1 Data Collection User Guide



Biomark System Overview

IMPORTANT: Fluidigm recommends a UPS with voltage regulating capabilities. See the
Uninterruptible Power Supply Recommendation in the Biomark Site Requirements Guide
(PN 68000082).

Biomark Power Cord Requirements

Fluidigm will provide a country-specific power cord.

Location Minimum Wire | Maximum Length | Plug End Plug End

Gauge (AWG) (Meters) Instrument | Receptacle
Japan, USA, Canada | 14 2 IEC C13 Country Specific
Europe, Australia 16 2 IEC C13 Country Specific

Biomark Regulatory Compliance

The following directives and harmonized standards were used to evaluate the
safety and performance of the Biomark system.

General Regulations and Requirements

e 73/23/EEC European Parliament Low Voltage Directive
o 89/336/EEC European Parliament Directive: Electromagnetic Compatibility

Harmonized Standards

+ |EC/EN 61326: 2003
+ |IEC/EN 61010: 2001

Conformity Symbols on the Instrument

Conformity mark Description
Indicates conformity with safety requirements for Canada and the United
‘s Da States.
c us
Indicates conformity with European Union requirements for safety and
C € electromagnetic compatibility.

Refer to the Biomark System Site Requirements Guide (PN 68000082) for more
detailed information on the recommended environmental conditions.

Biomark/EP1 Data Collection User Guide 13



The Biomark™ System and EP1™ Reader

EP1™ System Overview

£ FLUIDIGM EP1

The Fluidigm EP1™ Reader enables high-throughput SNP (single nucleotide
polymorphism) genotyping and digital PCR. The Reader is a cost-effective end-
point detection system. Add the Stand-Alone Thermal Cycler and an IFC

Controller to scale up the number of daily experiments performed on a single
EP1™ Reader.

14 Biomark/EP1 Data Collection User Guide



EP1™ System Overview

Components of the EP1 System

—— Power button
e Status indicator light
=—1— USB port
Retracted tray
Figure 5. EP1 front view
= =
Figure 6. EP1 side view
S

U H — Ethernet ports (2)

—— USB ports (4)
— HDMI port
@ @ @ — Reset switch

Monitor power socket =~ Power socket

Figure 7. EP1 rear view
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The Biomark™ System and EP1™ Reader

Components Included in the EP1 Shipping Box

Component Purpose Qty
1. EP1 instrument Collects endpoint data. 1
2. Power cable Country specific power cable to connect the EP1 to 1

the wall socket.

The instrument has a connection to
protective earth through the power cord
provided by Fluidigm. Ensure that the
electrical receptacle provides an earth
ground before connecting the power cord.

Use only power cords provided by Fluidigm or power
cords that meet the minimum ratings of 250V/10A,
16AWG and a length not exceed 2 meters (6 feet).

3. Flat screen monitor Displays the status of the EP1 system and Data 1
Collection software.

4, Keyboard and mouse Input devices for using the EP1 software. 1

EP1 Operating Environment

The EP1 system should be used in an environment that meets the requirements.

IMPORTANT: The EP1 system is for indoor use only.

Temperature Ambient between 15 °C and 30 °C (59-86 °F)
Humidity 20%-80%, non-condensing

Pollution Degree 2

Electrical installation Category |l

Altitude Up to 2,000 m (6,562 ft)

EP1 Power Options
EP1 operates through 100-240 VAC power at 50/60 Hz, 5 A.

IMPORTANT: Fluidigm recommends a UPS with voltage regulating capabilities. See the

Uninterruptible Power Supply Recommendation in the EP1 Site Requirements Guide (PN
100-2195).
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EP1™ System Overview

EP1 Power Cord Requirements

Fluidigm will provide a country-specific power cord.

ocation Minimum Wire | Maximum Length | Plug End Plug End
Gauge (AWG) (Meters) Instrument | Receptacle

USA, Canada, Japan, | 16 2 IEC C13 Country Specific
Europe, Australia

EP1 Regulatory Compliance

The following directives and harmonized standards were used to evaluate the
safety and performance of the EP1 system.

General Regulations and Requirements

» 2014/35/EU European Parliament Low Voltage Directive
» 2014/30/EU European Parliament Directive: Electromagnetic Compatibility

Harmonized Standards

+ |EC/EN 61326-1
+ IEC/EN 61010-1
+ |EC/EN 61010-2-081

Conformity Symbols on the Instrument

Conformity mark Description
Indicates conformity with safety requirements for Canada and the United
‘s Da States.
c us
Indicates conformity with European Union requirements for safety and
C € electromagnetic compatibility.

Refer to the EP1 System Site Requirements Guide (PN 100-2195) for more
detailed information on the recommended environmental conditions.
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The Biomark™ System and EP1™ Reader

Integrated Fluidic Circuits (IFCs)

The IFC (integrated fluidic circuit) has various features and benefits.

IFC Features

IFC Benefits

Lower running costs
Nanoliter reaction volumes

Saves on reagents and pipette tips, and on the
upkeep of liquid-handling robots.

Higher throughput
High-density reaction chambers

Provides far more data per run.

More Informative

An N x M architecture coupled with
nanoliter reaction volumes

multiplexed PCRs

Generates multiple readouts per sample, without
the spectral overlap and cross-amplicon influence of

Highly Flexible

with an N x M architecture

Input frame with microwells together

a fixed array.

Facilitates the input of any set of samples and any
set of primers/probes, delivering the throughput of

IFC Barcodes Related to Applications

Each IFC has a unique barcode. The first three digits of the barcode determine
which applications are listed in the Applications menu in the Data Collection

Software.
Gene Expression Genotyping Digital PCR
113x 124x 115x

48.48 Dynamic Array™ IFC

48.48 Dynamic Array™ IFC

12.765 Digital Array™ IFC

136x
96.96 Dynamic Array™ IFC

138x
96.96 Dynamic Array™ IFC

148x
48.770 Digital Array™ IFC

153x
Flex Six™ Gene Expression IFC

154x
Flex Six™ Genotyping IFC

167x
qdPCR 37K™ IFC

158x
24.192 Dynamic Array™ IFC

166X
192.24 Genotyping IFC

169x
192.24 Gene Expression IFC

18
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Integrated Fluidic Circuits (IFCs)

Flex Six™ Gene Expression IFC (Biomark™ only) and
Flex Six™ Genotyping IFC (Biomark™ and EP1™)

The Fluidigm Flex Six™ Gene
Expression IFC and Flex Six™
Genotyping IFC address the
requirement for substantial variation
in sample and assay numbers during
target selection while allowing
complete use of the IFC. It utilizes a
completely new architecture which
incorporates six 12 X 12 partitions that
can be organized in any configuration,
in up to six separate experimental
runs. This new IFC adjusts to
customers’ experimental needs during target selection and largely eliminates the
need for microplate-based experiments.

48.48 Dynamic Array™ IFC

The Fluidigm 48.48 Dynamic Array™ IFC
is an efficient solution for large-scale,
real-time gPCR. The key to this
efficiency is the matrix of channels,
chambers, and integrated valves finely
patterned into layers of silicone. This
material is gas permeable, allowing the
blindfill of fluids into valve-delimited
chambers. The valves partition samples
and reagents and allow them to be
systematically combined into 2,304
assays.

The significance of this approach to
operational efficiency is immense. Managing a gene expression study involving
2,000 samples against a set of 48 genes would require 1,000 96-well plates as
compared to 42 Dynamic Array™ IFCs. Managing the same study would require
192,000 steps on microplates but only 4,032 liquid-transfer steps on the IFCs.
Comparative time required to complete such a study would typically involve 100
days on plates but just 4 1/2 days on IFCs. In addition, the running cost is reduced
by half or more.

Biomark/EP1 Data Collection User Guide 19



The Biomark™ System and EP1™ Reader

96.96 Dynamic Array™ IFC

The Fluidigm 96.96 Dynamic Array™
IFC is similar to the 48.48 Dynamic
Array™ IFC but with high
throughput. On one side of the
frame are 96 wells to accept the
samples and, on the other, 96 wells
to accept the probe and primer
pairs. Once in the wells, the
components are pressurized into the
IFC using an IFC controller. The
components are then systematically
combined into 9,216 parallel
reactions.

24.192 Dynamic Array™ IFC for Gene Expression (Biomark

system only)

The Fluidigm 24.192 Dynamic Array
IFC for gene expression supports the
analysis of up to 192 markers per
sample, the largest panel size of any
Fluidigm gene expression IFC. The
GE 24.192 IFC is well suited for
customers who want to maximize
data collection from rare samples. It
is also a valuable tool in custom
panel development, where it can be
used to validate performance of
potential gene expression assays
prior to final panel selection and
testing on a larger number of
samples (for example, by using the
96.96 Dynamic Array IFC).

20
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Integrated Fluidic Circuits (IFCs)

192.24 Genotyping IFC

The Fluidigm 192.24 Genotyping IFC
provides a solution for targeted high
sample throughput SNP genotyping.
It is designed to genotype 192
samples against 24 assays in a single
run and incorporates innovative
design features to greatly increase
sample throughput. Once in the
wells, the components are
pressurized into the IFC using an IFC
Controller. The components are
then systematically combined into
4,608 parallel reactions.

192.24 Gene Expression IFC (Biomark™ System only)

The Fluidigm 192.24 Gene
Expression IFC meets the needs of
production users who have narrowed
their gene panel and require high
sample throughput. Together with
the Biomark™ System, this IFC
enables maximum throughput, with
minimal hands-on time. The 192.24
Gene Expression IFC can be
particularly useful in clinical
research and production
environments, where users will
benefit from the low-cost per
sample, high reliability, and simple
workflow of the IFC.

Biomark/EP1 Data Collection User Guide
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The Biomark™ System and EP1™ Reader

12.765 Digital Array™ IFC

The Fluidigm 12.765 Digital Array™
IFC is an efficient solution for
absolute gPCR. The key to this
efficiency is the matrix of channels,
chambers, and integrated valves
finely patterned into layers of
silicone. This material is gas
permeable, allowing the blindfill of
fluids into valve-delimited chambers.
The valves partition samples into 765
chambers in each of the 12 panels
(765 chambers x 12 panels = 9,180
reactions per IFC).

The Fluidigm 48.770 Digital Array™
IFC delivers high-throughput digital
PCR enabling 48 samples to be tested
at the same time. This IFC is ideal for
copy number variation studies,
absolute quantification, and
mutation detection. The 48.770
Digital Array™ IFC is capable of
producing 36,960 individual PCR
reactions simultaneously.

22
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Controllers for IFCs

qdPCR 37K™ IFC

Controllers for IFCs

Juno™

The qdPCR 37K™ IFC combines both
digital and quantitative real-time
PCR. Real-time analysis of digital
PCR reactions allows removal of false
positives. The qdPCR 37K™ IFC also
provides high amplification success
rate with the lowest cost-per-sample
available in the market today.

The qdPCR 37K™ IFC is capable of

producing 36,960 individual PCR
reactions simultaneously.

Juno is a universal controller that primes, loads, and thermal cycles assay-

sample mixes.

Biomark/EP1 Data Collection User Guide
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The Biomark™ System and EP1™ Reader

IFC Controllers: MX, HX, and RX

These are the controllers for use with the Biomark™ System:
» |IFC Controller MX
« |FC Controller HX (pictured)
» |IFC Controller RX

Fluidigm £

The controllers were designed specifically to work with specific IFCs:

» IFC Controller MX -- for priming and loading the 48.48 Dynamic Array™ IFC,
the 12.765 Digital Array™ IFC, the 48.770 Digital Array™ IFC, and the qdPCR
37K™ IFC.

» IFC Controller HX -- for priming and loading the Flex Six™ Gene Expression IFC
and Flex Six™ Genotyping IFC, 96.96 Dynamic Array™ IFC.

» |IFC Controller RX -- for loading the 192.24 Gene Expression IFC, 192.24
Genotyping IFC, and the 24.192 Dynamic Array IFC for gene expression.

24 Biomark/EP1 Data Collection User Guide



System Process Overview

System Process Overview

IMPORTANT: Many materials, including many well-known inhibitors, can have profound
impact on PCR performance. Such contaminants can have a more significant impact on
PCR performance in microfluidic devices than in microtiter plates. Prior to working with
the IFCs, clear the workstation of all nonessential materials and wipe it clean of all debris.
Avoid using any source of fluorescent dyes, especially cloth- or felt-tipped pens and
highlighters, in the vicinity of an IFC.

The workflow for running an experiment on Biomark or EP1 consists of the
following steps:

1
2
3

Inject Control Line Fluid into each accumulator on the IFC.
Remove and discard the protective film from the bottom of the IFC.

Place the IFC into the appropriate controller, then run the appropriate Prime
script to prime the Control Line Fluid into the IFC. Each IFC type corresponds
to a script number. For example, you would choose Prime (148x) for a 48.770
IFC.

Remove the IFC from the controller, and pipet samples and assay solutions
into the inlets on the IFC.

Return the IFC to the controller.

Run the appropriate Load Mix script. Air pressure forces samples and assays
into the IFC where they mix.

Remove the loaded IFC from the controller.

Place the IFC into the Biomark or EP1 instrument, making sure the A1 corner
on the IFC aligns with the A1 on the instrument tray.

Run your experiments.
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The Biomark™ System and EP1™ Reader

Supported Detection Reagents

We support the following detection reagents on the Biomark™ System and the
EP1 Reader.

Probe Types

FAM-MGB
VIC-MGB
FAM-TAMRA

FAM-non fluorescent quencher

SNP Type™-HEX
SNP Type-FAM

Additional Probe Types

26

Fluidigm does not support other probe types at this time, however, you may run
additional probe types using the following guidelines:

Fluorophores With...

Excitation Wavelengths

Emission Wavelengths

between 465 and 505 nm

and

between 500 and 550 nm

between 510 and 550 nm

and

between 540 and 600 nm
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Turning On the Biomark™ System

Turning On the Biomark™ System

Turning On the Personal Computer (PC)

1 Push in the round button (hard power) on the side panel of the Biomark.

Hard power to PC

2 Turn on the PC monitor. The computer may take up to 10 seconds to power
on.

3 If the computer does not power on, push the green button (soft power) on
the front panel of the Biomark.

Soft power

Biomark/EP1 Data Collection User Guide 27



The Biomark™ System and EP1™ Reader

NOTE: The green button on the front of the system does not open the DVD drive cover.
Manually open the door and use the small black button to load/unload DVDs or CDs.

Button to load/
unload DVDs/CDs

Turning On the Instrument

1 Toggle the green switch on the side panel of the Biomark™ System to turn the
instrument on.

ol L

Instrument
Power

You are now ready to use the system.
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Turning Off the Biomark™ System

Turning Off the Biomark™ System

Turning Off the PC
1 Click the Start menu.

ﬂyﬁtartl

2 Select Shut down.

Log ©Ff E Shut Doven

NOTE: Do not use the round button (hard power) at the side of the system to turn off the
computer.

Turning Off the System

1 Toggle the green switch on the side of the Biomark™ System to turn the
system off.

A\

7100 Shoreline Court, South San Franeiseo, CA 04080
* Tech Support Line 1 (650) 2666100 + wvwfluidigm.com

Instrument
Power
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The Biomark™ System and EP1™ Reader

Turning On the EP1™ Reader

1 Press the power button on the front of EP1 to turn on both the computer and
the instrument.

Power button

Turning Off the EP1™ Reader

1 Press the power button to turn off both the computer and the instrument.
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Launching Fluidigm Data Collection Software

IMPORTANT: Start the Fluidigm Data Collection software 20 minutes before starting the
run to allow the lamp to warm to operating temperature. If the lamp has automatically
turned off due to inactivity, double-click the status bar to reset.

« Double-click the software icon on the desktop to open the Start screen.

NOTE: Once past the start screen, you cannot access the lamp control (See “Using the
Data Collection Tools Menu” on page 32).
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ii| BioMark Data Collection
File Tools Help

) -

. Camera Temperature: -20.0 *C & Lamp is of f

= BIOMARK

GENETIC ANALYSIS BY FLUIDIGM

‘Welcome to BioMark Data Collection Software.

For more product information, please visit:

http fiwww fluidigm_com

Use Project Setting: i:{None] RS

[] Remember Project Setting

Double click here to turn lamp on

I
Camera and lamp status

Click to open and close the system tray.

Using the Data Collection Tools Menu

Each Tool is described in this manual.

File

Tools | Help

.
“Saving Auto Exposure and Focus Images” on page 52

Save Auto Exposure and Focus Images

“Lamp Control” on page 33

\_) Lamp. ..
la# Protocol Editor...
Manage Project Settings...
Manage Digital PCR. Setups...
Manage Genotype Labeling Setups...

“Using the Protocol Editor” on page 81

Project Settings Editor on page 56
“Setting Up a Digital PCR Project” on page 56

Clear Resume Chip Run

“Genotyping IFC Runs” on page 59

“Resuming an IFC Run” on page 77
“Clearing an IFC Run” on page 79

32
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Lamp Control

Click Tools > Lamp to access the Lamp Control dialog box.

NOTE: Once past the start screen, you cannot access the lamp control.

Use the Lamp Control dialog box to check bulb status, and to manage lamp
parameters that help extend the life of the lamp. For example, setting a low idle
time shuts off the lamp when not in use.

Lamp Control

Lamp On / OfF Status

Lamp will turn off i 120 Minutes

Lemp Status: O 0if Lamp On/Off Status

e M St Turn lamp On or Off, and check how long before
Expected Life: 1000 Hours lamp shuts down.

Used: 221 Hours Lamp usage status

FREmELT: Us Hous » Expected lamp life is shown in hours.
Lemplofteseea ol m @l + Click Reset after changing the lamp to begin
Idle time during the day 0 mirutes traCkIng |amp ||fe from 0

End of the day |5:00 PM E

* Remaining lamp life is shown in hours.

Idle time after hour 60 minutes

Lamp Idle Times
Shows lamp idle times and when to power off for the day.

Click OK after changing any parameter to accept the changes.
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Starting a Run

You have some options to consider before starting a run. Use the table below as
a guide.

If you want to... Then... and then...

Start a new run Click Follow the software wizard

(See “Starting a New Run

With No Parameters Pre-
defined” on page 35)

Start a new run and save the Click Click

run settings Remenbes Fsisct Seting

Start a new run using settings Choose the run from the drop- Click
from a previous run down menu

%~ Start a New Run
(See “Starting a Run Using l e l

PreViOUSly Created PrOjeCt Use Project Setting: |[Mone]
Settings” on page 46) [hione]

Mew Project Setting
Mew Praject Setting_mjd
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Starting a New Run With No Parameters
Pre-defined

1 Launch the Fluidigm Data Collection Software.
2 Click Start a New Run. The Chip Run Information window opens.

i1| BioMark Data Collection |;| |il|['5__(|
File  Tools Help
Chip Bun Infarmation
Chip Barcade : | | Load Chip into the system to scan the barcode and
then click Mext
Chip Type | |
Chip Run Mame : | |
File Locatior : | | Chip Barcods and Type
Application Type: | T
e A | Barcode |
Protocal : | |
Pazzive Reference | |
Probe Typels]: [ | Chip Type: | v|
Project Setting: I[None] v|
5
o
§ Load Ve ; &
T
. Camera Temperature: -20.0 °C 3 Lamp is on Larp will turn off in 237 minutes and 43 seconds - Double click here o reset timer

The lamp is heating and the camera is cooling.

3 Place the IFC on the Biomark™ System and/or EP1™ Reader tray, ensuring that
the notched A1 corner on the IFC is aligned with the A1 on the system tray.

IMPORTANT: Be sure toremove:

a. The protective film from beneath the IFC.
b. Dust particles from the top of the IFC with tape.
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1 Click Load. The IFC retracts into the system, the barcode is scanned, and the
IFC type identified. The barcode and IFC type display, as shown below.

=% BioMark Data Collection n |Z||§|E|
File  Tools  Help
Chip Fun Information =
Chip Barcode : |1241 0550325 Load Chip into the system to scan the barcode and
then click Next
Chip Type |48.48cs [124x)
Chip Fun Mame |
File Location : Chip Barcode and Type

Application Type :

Barcode : 1241085035 48 4803 [124%]

Passive Reference :

|
|
Pratocol |
|
|

Probe Type(s] Chip Type :
AE Eect &0
-
)
3
b=
-1
a
Time = Next =

 Camera Temperature: 20,0°C ' Lamp is warming-up

|
|
Camera and lamp status display

2 Click Next. The Chip Run Name and Location dialog box opens.

% = BioMark Data Collection

File  Tools Help

Chip Fun Information
Chip Barcode : |12=11 055035

Chip Twpe : |48 4805 1244)
Chip Fun Name : |

1 - Enter the chip run name and file location, and then

click Next.
]

File: Lacation : Chip Run Mame and File Lacation

it Glm O Fredefined

Application Type :

Passive Reference

|
|
Pratacal : |
|
|

Probe Type(s] : Mame : |1241 055035 ‘
Use Barcode as Chip Run Mame

File Location : |E YSystemTest ‘
—
o
=
b=
T
a

-

» Camera Temperature: -20,0 *C ) Lampis on

3 In the Chip Run File panel, click New.

If you click Pre-defined, click Browse to locate the .bml file you want to
use.

4 Click Use Barcode as Chip Run Name or, uncheck and then type a unique
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name in the New Chip Run Name text box.

%% BioMark Data Collection

Fle Tools Help

Chip Aun Information -
Chip Barcode : ‘1241 055035 Enter the chip run name and file location. and then
e click Next.
Chip Type : 484805 [124%)
Chip Run Hame ‘
. Chip Run
File Location :

Application Type (3) Thiz iz a new chip un

Protocel : ) Use a pre-defined chip un

Passive Reference :

Probe Typels) : Chip Fun Mame and Location
Mew Chip Fun Mame |1241 055035
Use Barcade as Chip Run Mame

Mews Chip Fun Directory

CATEMP |
3
3
i
a

T ’<3 Back ] ’ Next E;‘]

) Camera Temperature: -20.0°C < Lampis an

When you de-select ‘Use Barcode as Chip Run Name,’ the barcode remains in
the New Chip Run Name text box but it is now editable.

5 Click Browse to specify a desired file location for your IFC run. You need to do
this only once per IFC.

Chip Run Mame and Location

Mew Chip Bun Hame ‘1241 055035
Usze Barcode as Chip Fun Mame

Mew Chip Run Directory
CATEMP |

[<23 Back ] [ Next E>]

6 Click Next. The Application, Reference and Probes window opens.
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&| BioMark Data Collection

File  Tools  Help
Chip Run Infarmation
Biiiecae [t | |:% Select the Application type and then click Next.
Chip Type [48.48cs 11284 |
Chip Run Name | 1241055035 |
= = Application, Reference and Probes
File Location : | CATEMPY1 241055035 | — — - _.‘
_— Application: | Genat, -
Application Type : | | 8 { Gene LGN |
Pratocal | | Fassive Rieference. | ROX ~|
Passive Reference: | | .
@ Select probes manually O Select a genotype labeling setup
Probe Typels) | |
Frobe 1 YICMGE v
Probe 2 FAM-MGE v
—
@
3
4
g
] Comments
&
T @ Back 1 l Next Ef/]
) Camera Temperature: -20.0°C | ) Lampis on

7 Select an application from the Application drop-down menu (see
descriptions below for more information).

Gene Expression (on the Biomark™ System only). If you select Gene
Expression from the Application drop-down menu, a separate drop-down
menu appears for each probe you select, as shown below.

(%) Single Probe @ Two Probes (&) More than two probes
FAM-TAMRA [ - VICMGE > [WCMGE 5| (g Addaprobe]
FAM-TAMAA EA M -
FAM-MGE | Fawmse
Pt FAM MGE v :
||

If you are using more than 3 probes, click Add a probe for each additional probe set.

Melting Curve (on the Biomark™ System only). This application has the
same options as Gene Expression, shown above.

Application, Feference and Probes

Application: | Melting Curve v
Passive Reference: | ROX v | Caphure first image only |

Digital PCR. This application has the same options as Genotyping,
described below except there is no labeling. Click Select a Digital PCR
Setup and then choose a setup.

Application, Reference and Probes

Application: | Digital PCR v
Passive Reference: [] Capture first image anly

| BioMark Data Collection

File  Tools Help

Chip Run Information

Applicatior: [

Chip Barcods [1481004007 | [% Selel

. Chip Type w0

(® Select probes manually O Select a Digital PCR setup Chip Fun Name [1481004007 ]
e Application, Pete

File Location | 4g1004007 ]

r |

Application Type [

Genotyping. This application has the same options as Digital PCR above
except that you have three labeling options:

38
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« Select probes manually. Click Probe 1 and Probe 2 drop-down menus to
select probes.

® Select probss manually O Select a genotype labsling sstup

Frabe 1 [wiE-MER 7|

Probe 2 ‘FAM—MGB vl

o Select a pre-defined setup. Click Select a genotype labeling setup to
open the default setup or any that you have created. You can also
modify setups from this pane.

©) Select probes manualy [E]select 2 genetype 1shaing satup

Setup 01

EENC IS Ed B | Click the setup to select it.
v v VICMGE el NTC: [l WO invaic:

« Create a new setup. To create a new setup or edit an existing setup,
click Tools > Manage Genotype Labeling Setups. Follow the sequence
shown in the illustration below.
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&| BioMark Data Collection

Fie [ Tooks. | el
Chip Save fAiuka Exposure and Focus Images

A L.
lad  Frotocol Editor...

Manage Project Settings...

Application, Reference and Probes

I

Mariags Digital PCR Setups. .. Application: | Genotyping -
Appl Manage Genotype Labeling Setups. ..

|:% Select the Application type and then click Next.

Frol Passive Reference:
Pas: ] () Select probes manually (&) Select a genotype labsling setup
ProbTpmer TP T B Setap 01
Wavis FEMMGE-AleeX oo [l < v
Y asis VICMGE -Aleley  NTC: [l WO invaiic: [
\ 4
BioMark Data Collection - Genotype Labeling Setups Management rz‘
File
Setup 01 Allele Settings
¥ Az FAM-MGB - Allels % Fes - X‘r’- W- E rT] > Probe Type Allele Symbol Scatter Plot Axis
¥ A VICMGE - Al NTE NC: [ Inwaiid ] . g - - ——
- o cE-- Click to edit FAMTAMRE
an existing
Iabe"ng Call Colors
setup teiexo! (M) NTC [N
ey (M) MoCol (I
ety (M) vdid (I
Name
- |
File
||—> Allele Settings
v N Probe Type Allele Spmbal Scatter Plot Axiz HY 4l
" v Wher) editing an existing
Click to create a new labelling setup:
. - A
labeling setup » Use the Probe Type drop-
el Calors down menu to change
peerc (W) vc (N your probe sets.
Al (I NoCal (T~ :
. . _ » Click on colors to change
When adding a new labelling ey [ maid ([T them
setup: e .
P : » Type a name for the edited
. Use the Probe Type drop_ Type Mame for new setup here | setup
down menu to select your j

probe sets.

» Click on colors to change
them.

* Type a name for the new
setup.

+ Click OK.

» Click OK.
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Starting a New Run With No Parameters Pre-defined

NOTE: Set up a new genotype labeling and color scheme at any time by going to Tools >
Manage Genotype Label Setups > Add New Genotype Labeling Setup.

Any new labeling setups you create are shown when you click Select a
genotype labeling setup, as shown below.

| BioMark Data Collection

File  Took  Help

Chip Run Information

@ Select the Application type and then click Next.

Application, Reference and Probes
Application: | Geroyping |
PassivaPeforence: | ROX v

() Select probes manualy

I@ Select 3 genotype labeling setup I

Probe Typels]:

Chip Barcode 1241055035

Chip Type 48 485 (124%)

Chip Run Name 1241055035

File Location CATEMPY1241056035 |

Applicalion Type | Genotyping |

Protacol : |Fast Protocal |

Passive Reference ;| ROX ]
|

|FAM-MGB, VIC-MGE

aimpadua |

Time
O Camera Temperature: -20,0°C & Lamp is on

Setup 01 b
Ravis FAMMGE -Alelex  wx [l vl v
s VICMGE - alleley  NTC: [l NC R invaic [

Setup 02
s FAMMGE-allex  wx [l o v
v axie VICMGE -alleley  NTC: [l NC I v [

Setup 03 3

Comments

[CZI Back I [ Next E:J]

11 After you have chosen the application and the probe-sets, click Next. The
Thermal Protocol window opens.

& BioMark Data Collection

File  Tools  Help

Chip Fiun Information

Chip Barcode [1241055035 |
Chip Type |48.48cs 11290 |
Chip Fun Hame [1241055035 |
File Location : |CATEMPA 241055035 |
Application Type : | Genotyping |
Protocal
Passive Reference:  [RIOX
Frabe Typels] FAM-MGE, VICMGE

-

7

3

2

3

g

s

Time

O Camera Temperature: -20.0°C | Lamp is on

@

Thermal Protocol

Select the protocol and dye information for the chip,
and then click Next.

Fratocol Fie: |

Auto Exposure

| Browse. |

ETTE

[ECom— ]
[Ecom— ]

ICJ Back ] l

12 Click Browse in the Thermal Protocol pane to navigate to the thermal
protocol you want to use (.pcl file extension).
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NOTE: If you are unsure which thermal protocol to use, contact Technical Support.

1 (Optional) Uncheck Auto Exposure and enter your custom exposure times.
For most, Auto Exposure works well and they find no need to change the
default setting. However, if you find, for example, that your images are too
bright, you may want to uncheck Auto Exposure and adjust values manually
until you have images with which you are satisfied.

Click to uncheck and check

Auto Exposure
Exposure Times
Passive Reference:  ROX 0.30 4| seconds Use the arrOWS to SCI’OIl Values
RepEmEE S o | or highlight and type a value
VIC-MGE 2.00 + | seconds

2 Click Next. Check experiment parameters in the Chip Run Information pane.
If the information is not correct, click Back until you reach the screen that
you want to change.

| BioMark Data Collection

Fle Took Help
Chip Fun Information
Chip Barcode : 1241085035 @ Pty (o S0 (i o
Chip Type 43 48cs (1248
Chip Fun Name 1241055035
File Logation CATEMPV1241056035 LR
#pplication Type Genotyping oy | DL Er:
Frotocal Fast Pratocel & Prabe Types:
c
Passive Reference ROX 2
Probe Typels): FAM-MBE, VICMGE
Fast Protocol
UNG and Hot Start PCR Cycle =
epeats 1 Repeats 2 LU"
®
UNG Prese: HmSwn Prese | Denmraion Phse | Aemesling Pruse E Estimated Finish Time: Elapsed Time
N : : i 00:00:00
B
3
32 \
E
| I ]
[ 3 Start Run Ll
» Camera Temperature: -20,0 °C L Lamp is on

3 If the experiment information is correct, click Start Run.

If the camera or the lamp is not ready and you click Start Run, a warning
opens, similar to the one below:
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Starting a New Run With No Parameters Pre-defined

BioMark Data Collection - Warning

A The instrument is nat ready
) - The camera temperature needs to be less than -4.5 °C

‘fou can
-Wait until the instrument is ready and the chip run will start automatically, or
- Start the chip run now by clicking button below Mot recommended)

[ tanore and Start Fun New([nat recommended) ) |

4 The run starts automatically when the camera and the lamp achieve optimum
temperature.

IMPORTANT: We do not recommend that you ignore instrument warnings. Your data
may be compromised if you do.

NOTE: At this point, no other interaction by the user is required.

1 If you click Eject when the IFC run is completed, a dialog box opens.

e Chip Run Completed

_1

_ ]

:| Chip un Completion Status

:l The chip run was successtully complated

Click. 'Eject’ when pou are ready to take the chip out.

_ ]

_ ]

RIS BioMark Data Collection
Leave Chip Inside Eject I > =

TS T Y T L
7 0 me i another Chip Run' to leave the tray ejected
_ﬁ Othenawise, click on 'Done far Mo
. [ Cortinue with ancther | [ Done forNow |
‘ 2 )
a - Takes you to the
Startwindow then

v retracts the tray
Takes you to the Start into the
window with IFC still Biomark™
inside the Biomark™ instrument.
instrument. v

Takes you to the Start window
with IFC tray ejected from the
Biomark™ instrument.
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Viewing Real-Time Curves During an IFC Run

Run Skatus

Real Time Chart

Real Time Chart. Displays the raw data —»
as the software collects the images.

When the IFC run begins, you can track progress in two panes, Run Status and
Real Time Chart. The software processes the images as they are taken,
enabling display of real-time intensity curves (on the Biomark™ System only).

Exposure Time (in seconds)

Passive Reference :

Probe Types :

Post-processing
[Mo post-processing]

Estimated Finish Time Elapzed Time
00:00:00

Run Skatus

Real Time Chart

You must choose a dye and sample/assay
to see curves in the Real-Time Chart.

3

<— Run Status. The Run Status pane shows
the elapsed time, the estimated finish time,
and the exposure time for each probe-set
and for the passive reference.

+ | Sample or Assay: Mo selection

Mo Data Availakble

Using the Normalized Intensity Curves Feature

44

For digital IFC runs, when you select a panel, all intensity curves for the wells in

the selected panel are displayed.

For all other IFC runs, when you select a sample or assay, intensity curves for

wells that contain them are displayed.

Choose the sample or the assay from the drop-down menu, as shown below.

Additionally, you may select which probe or passive reference to display.
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Viewing Real-Time Curves During an IFC Run

Run Status

Real Time Chart

al |

e Sample or Assay: |No selection

| Assays |
[Sample] 1

Mo Diata Availakly

1:1:2 - Hot Start Phase @& 55 “Cfor 60 s

[n

[Sample] 2
[Sample] 3
[Sample] 4
[Sample] 5
[Sample] 6
[Sample] 7
[Sample] 8
[Sample] 9
[Sample] 10
[Sample] 11
[Sample] 12
[Sample] 13
[Sample] 14
[Sample] 15
[Sample] 16
[Sample] 17
[Sample] 18
[Sample] 19
[Sample] 20

[ p—— |

>

hd

Once you select your probes/passive reference, or samples/ a_ssays/ panel to
view, the intensity curves are displayed in real time, as shown below.

Run Skatus

18000

13000

Average Intensity

12000
000

EO00

3000 /

Real Time Chart

Dye |FAM-MGE + | Sample or Assay: |§[Sam|:-|e] 1

v

10 15
Cycles

20

NOTE: This feature works only if wells can be properly located. If well locations cannot
be found, the Real-Time chart is disabled, and an error message displays.
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Starting a Run Using Previously Created Project
Settings

The Use Project Settings feature is visible on the Start screen only if at least one
set of IFC run parameters has been created in the Manage Project Settings
feature. To learn how to use Manage Project Settings see, “Creating Run
Parameters in the Manage Project Settings Feature” on page 47.

To Start a Run using run parameters previously created:

1 Select in the Use Project Settings drop-down menu.

1| BioMark Data Collection

File  Tools  Help

= BIOMARK

GENETIC ANALYSIS BY FLUIDIGM*

Welcome to BioMark Data Collection Software.
For more product information, please visil:

http ffwwrw fluidigm.com

Use Project Setting: |[MNone] v :

DID_EP

EP_Genotyping

Gene_Expression SeIeCt a pTOJeCt
Genokyping
HD-DID
Close Tray 4=
) Camera Temperature: -20.0 *C | Lamp is on Lamp will burn off in 237 minutes and 25 seconds - Double click here ta reset timer

2 Click Start a New Run.
3 Edit parameters, if necessary.
4 Continue through the screens to complete the run.
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Creating Run Parameters in the Manage Project
Settings Feature

The Manage Project Settings feature provides you with a way to store a set of IFC
run parameters that can be reused for subsequent IFC runs, accessed through the
Use Project Settings drop-down menu.

The Use Projects Setting drop-down menu is visible at startup and on the Chip
Load page, only if at least one project setting has been saved or created in
Manage Project Settings.

To create a new IFC run in Manage Project Setting:

1 Launch Biomark™ Data Collection software.

2 Click Tools > Manage Project Settings.

& BioMark Data Collection

File | Tools | Help
Save Auto Exposure and Focus Images
O

|—"5

Lamp... s
[pLLSIRNINE g utu || R0
Manage Project Settings. .. |

Manage Digital PCR Setups. .. \LYSIS BY FLUIDIGM

Manage Genobype Labeling Setups. ..

Welcome to BioMark Data Collection Software.

For more product information, please visit:

http:ffwww. fluidigm.com

~  Start a Mew Run Use Project Setting:

[ Remember Project Setting

Eject >

0 Camera Temperature: -20,0 #C | & Lamp is off Double click here ko turn lamp on
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3 Click Add New Project Setting.

BioMark Data Collection - Project Settings Management

X

List of Project Settings:
e
v
[ Add Mew Project Setting l

The Edit Project Settings window opens.

BioMark Data Collection - Edit Project Setting

Mame: |

Description:

Application, Reference and Probes

Paszzive Reference: [ Capture first image only

Assay: () Single Probe  (3) Two Probes () More than bwo probes

Frobes TFAM-TaMAS |

VICMGE ]

Maming and Location

Chip Run Directory: |

Erovse:

[ Usze Chip Barcode as Chip Run Mame

Thermal Pratocol

ainjesaduwa ]

Post-pracessing

Path to Executable  [none]

Optional arguments |

Time
| [ Cancel ] I Save and Close

All parameters required to define an IFC run are located in this window. These
are the same options found in the IFC run wizard for a run with no parameters
chosen, except for the Postprocessing feature (see graphic above).
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Use this feature if, after a run is completed, you want to batch process, or
update a LIMS database with the current IFC run data. To run a batch file,
browse to the executable, enter additional command-line instructions in the
Optional arguments text box, and click Save and Close.

4 C(Click Save and Close when you complete the parameters, which may look
like the graphic below.

BioMark Data Collection - Edit Project Setting

| Mame: |MJDtestII
Drescrplion:

Application, Reference and Probes

Maming and Location

3

Chip Run Directory: |E:\Documents and

Settingsilab.FLUIDIGM\Deskiop

] Use Chip Barcode a3 Chip Run Mame

Thermal Protocol

Browse...

Application: | Gene Expreszion A4 | Default-10min-Hot-Start
Passive Reference: [] Capture first image only Erasa:ggal-tISUEIStart Sggeg}slci%
Amglification Erase
Phusse Hert Start Prosse Dernure Phoss Arvesl Prosse
_|
Aszay: (O Single Probe (3 Two Probes O Mare than bwo probes 3
=]
Probes | FaM-TAMRA v| 5
=
|viCMGE | & Ve
Time

Post-proceszing

Path to Executable  [none]

Optional arguments | | [ Cancel ] [ Save and Close
Your newly defined IFC run is now visible in the Project Settings Management
window as shown below.

BioMark Data Collection - Project Settings Management @

List of Project Settings:

MJDtestll

Application:  Gene Expression
Reference/Probes:  ROX, FAM-TAMRA, VIC-MGE [ Edit ] [ Delete
Fratocol:  Default-10min-Hot-Start
Path:  [Path is undefined)
[ Add New Project Setting ]
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The IFC run parameters can now be selected from the Use Project Settings drop-
down menu on the Start window, as shown below.

& BioMark Data Collection

= BIOMARK

GENETIC ANALYSIS BY FLUIDIGM

File  Tools  Help

Welcome to BioMark Data Collection Software.

For more product information, please visit:

hitp:ffwww. fluidigm.com

“  Start a Mew Run Use Project Setting: |[N0ne] w |

ne]
MIDkestIl |

Cloge Tray 44

0 Camera Temperature: -20.0 °C () Lamp is on Lamp will turn off in 0 minutes and 0 seconds - Double click here ko reset timer

All parameters populate the screen and user can start a new IFC run.
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Digital PCR Runs

Setting Up a New Digital PCR Run

1 Click Start a New Run.

2 Click Load. The IFC retracts into the system, the barcode is scanned, and the
IFC type identified, as shown below.

k| BioMark Data Collection

File  Tools Help
Chip Run Information =

Chip Barcade : 141103 | Load Chip into the system to scan the barcode and

; then click Next

Chip Type : 48,770 [

Chip Run Mame : | |

File Location : | | Chip Barcode and Type

Application Type:: | Digital PCR :

& 2 il | Barcode: 1431011103 48,770

Protocal : [MSB Protocol Candidate 5 |

Passive Reference : iFiDX |

Probe Type(s] : |FAM-TAMRA, VIC-MGE [ ChTe

MS6 Protocol Candidate 5
ThemalMix | YNGand | bR Cycle | FCA Cocle N
Fepeats 1 i | Fepeatz 10 | Fepeats 30 Froject Setting: | HD-DID _v_l
UNG | Hai |Demar | Acredl | Dot | Aeved]
SC  70C | 25C | Phme  Suet Phlaton Ph ng Phas |asen Ph ng Phas
o x
o
g \‘ e Eect &>
E b
= st
e a Next 5
) Camera Temperature: -20.0 C | Lamp is locked but still warming-up ‘i'arm-up will be completed in 0 minutes 20 seconds

3 Click Next.

4 Click Browse to locate the .bml file you want to use.

5 In the Chip Run Name and File Location panel, select New.

6 Click Next.

7 Select Digital PCR from the drop-down menu.

8 (Optional) Click Capture First Image Only. For more information, see
page 42.
Select probes manually Select a Digital PCR setup if one has previously been
set up.

In the following example Select Digital PCR Setup has been selected and
labeled “New Template”.
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i BioMark Data Collection

File  Tools  Help
Chip Run Information —
Chip Barcode : | 1451004007 | ’V a Select the Application type and then click Next.
Chip Type : [48.770 |
Chip Run Name : [1481004007 |
. . Application, Reference and Probes
File Location : |C:v481004007 | o
Application: | Digital PCR -
Application Type : | | RE (et 6
Fratocol : | | Passive Reference: |_FE>< v| [] Capture first image only
Passive Reference : | | ) Select probes manually | (%) Select a Digital PCR sstup
Frobe Type(s] : | | S
Digital PCR F
: Interzection, Union o - - WIC
0] Al ion, Union of FAM-TAMRS - WIC-MGE
MNew_Template
s FAM_VIC: Union, Intersection, EstR atio, E st atioL 95,
= @ |EstRiatiol) 35, EstDiff, EstDifiL95, EstDiffl195 of FAM-TAMRA - L3
3 WIC-MGE v
Q —
5 Comments
T @ Back ] I Next =5
0 Camera Temperature: -20,0 °C 0 Lamp is locked

9 Click Next.
10 Click Start Run.

Saving Auto Exposure and Focus Images

When this option is checked—It is on by default—all images from auto exposure
and image focusing are saved as part of your IFC run. If you do not want to save
them, uncheck this option.
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Managing Digital PCR Setups

Before performing a new Digital PCR run, you may choose to set up all the
essential parameters first. This prepares the IFC run for being viewed in the
Analysis software application. The following procedure explains how.

1 Click Tools > Manage Digital PCR Setups.

& BioMark Data Collection
File | Tools | Help

Save Auto Exposure and Focus Images

O Lamp...
lad | Protocol Editor...

Manage Project Settings. ..

| Manage Digital PCR Setups. .. |

Marsna Cannkbune | shalinn Sabone

2 Click Add New Digital PCR Setup.

BioMark Data Collection - Digital PCR Setups Management
List of Digital PCR Setups:

([_AddNenDigialPCRSetup___ )

3 Select the number and the type of probes.

New Application Template

Select the Probe Types that will be used in this template.

2 >
#1 FaM-TAMRA v
#2 VICMGE v

4 Click OK.
5 Click the Analysis Group Editor icon.The Analysis Group Editor opens.

Analysis Group Editor

Froperties

Name [Fam_c

# Probe Types 2 3:
| EstR-95L [#1/42)

e ||| eanssu e See pages 55 below for a

) lﬁ ] Est. Diff (#1-#2) . . o

sz |[vicwee & EslD-S5L (4142 description of these options

] Est.D-951 [#1-#2)
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6 Type a name for the analysis group you are about to create.
7 Type the amount of probe types or use the spin box arrows.
8 From the drop-down menus, choose the appropriate probes.
9 C(lick the operations that you want associated with this analysis group
1

0 Click OK. The new analysis group is now listed in the Template Editor,
Analysis Groups pane.

Template Editor

Name : [Proiectot |
Description ‘ ‘
Frabe Type(s]: |[Fam-TAMRA VIC-MGR |
Analysiz Groups : E]@]m]
rName Operations Probe Types
\FAM,VIE Intersection,Union FAM-TAMRA VICMGE

&)

11 Click OK. The new analysis group and all the parameters associated with it,
are displayed in the List of Digital PCR Setups.

BioMark Data Collection - Digital PCR Setups Management

List of Digital PCR Setups:
FAM_VIC : Unicn, Intersection, EstPatio, EstRiatioL 35, Edt Delete
ESIDHLIS of FaM-TAMRA - VICMGE
dd New Digtal PCR Setup

12 Click Close to finish the setup.

13 (Optional) Click Add New Digital PCR Setup to add another. Or, Click Edit to
change elements in the analysis group.

14 Set up your Digital PCR project (go to “Setting Up a Digital PCR Project” on
page 56)
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Description of the Analysis Group Editor and its Operations

The Analysis Group Editor allows you to specify the relationship between two or more probe types.
This relationship defines the operations the application is to perform on the hit data for each panel.
Each operation selected in the Operations checklist adds the appropriate column to the Summary
tables and exported data in the Biomark™ Digital PCR Analysis Software v2.1 (for more information
see, Biomark™ Digital PCR Analysis Software v2.1 User Guide, PN 68000100). Many operations are
limited to two-probe type analysis groups. The operations are:

» Union - Selecting this option allows the total number of counts in both probe types to be displayed

in a “Union” column in the summary table. Intersection counts are subtracted from the total number.

» Intersection - Selecting this option allows the number of counts common to both probe types to be
displayed in an “Intersection” column in the summary table.

» Est. Ratio (#1/#2) - Selecting this option allows the estimated ratio between the distribution
estimated targets of each probe type to be displayed in an “Est. Ratio” column in the summary table
in the Biomark™ Digital PCR Analysis Software v2.1.

» Est. R-95L (#1/#2) - Selecting this option allows the
lower estimated target of the 95% confidence range to
be displayed in an “Est. R-95L” column in the summary D
table in the Biomark™ Digital PCR Analysis Software Fomman oy
v2.1 (graphic at right).

« Est. R-95U (#1/#2) - Selecting this option allows the
upper estimated target of the 95% confidence range to
be displayed in an “Est. R-95U” column in the summary
table in the Biomark™ Digital PCR Analysis Software
v2.1 (graphic at right).

» Est. Diff (#1/#2) - Selecting this option allows the

estimated difference in the targets for each probe type to
be displayed in an “Est. Diff” column in the summary

table in the Biomark™ Digital PCR Analysis Software ey v U 701
v2.1. Lower Extim ated o Upper Edimated
. . . CU“"‘;:‘““:%% Distribution Range  Court of the 35%
» Est. D-95L (#1/#2) - Selecting this option allows the ” ranze

lower estimated target of the 95% confidence range to
be displayed in an “Est. D-95L” column in the summary
table in the Biomark™ Digital PCR Analysis Software v2.1 (graphic at right).

« Est. D-95U (#1/#2) - Selecting this option allows the upper estimated target of the 95% confidence
range to be displayed in an “Est. D-95U” column in the summary table in the Biomark™ Digital PCR
Analysis Software v2.1 (graphic at right).
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Setting Up a Digital PCR Project

Now that you have the digital PCR setup complete, set up a digital PCR project.
1 Click Tools > Manage Project Settings.

| BioMark Data Collection
File | Tools | Help

Save Auto Exposure and Focus Images

SO Lamp...

la¢ Protocol Editor...

| Manage Project Settings...

IManage Digital PCR Setups. ..

Manage Genotvpe Labeling Setups. ..

2 Click Add New Project Settings.

BioMark Data Collection - Project Settings Management

List of Project Settings:

Digital Array_Test01

Application:  Digital PCR

Fieference/Probes:  ROX, FAM-TAMRA, VICMGE

Protocok  BOCmix2
Path: _C:\Dacuments and Settingsilab\Desktop

-
Add New Project Setting Close
( )

The Project Settings Editor opens.
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BioMark Data Collection - Edit Project Setting g

Maming and Location
El Mame: |DID_EFP
Chip Run Directory:
Drescription: m
Browse...
m[‘ Usge Chip Barcode az Chip Run Mame
Application, Reference and Probes Thermal Pratocol
Application: Digital PCR v El EPG0O
C |Passive Reference: | RO v | [ C first i I Sl
3 apture first image anly Repeats 1
e (%) Select probes manually () Select a Digital PCR sstup _—
_'
Aszay: (3 Single Probe () Two Probes O Mare than bwo probes 3
=]
Probes El VICMEB v 5
=3
T W
Time
m Browse for Protocal...

Post-proceszing E
Path to Executable  C:\Program El

Filez'Fluidigm*Biod ark Digitaldnalysis\Bin\Fluidigm. Biokd ark. Biokd ark.

Opticnal arguments [ Cancel H Save and Close ]

3 Complete the settings using the following steps as a guide:

a Type a name for the new project and, optionally, type a description.

b Click the appropriate application from the Application drop-down menu.
¢ ROX s chosen by default.
d

Click Capture first image only, if appropriate (see pages 57 below for a
description of this option).

e Click Select a Digital PCR setup to display the analysis group you created
in the Managing Digital PCR Setups section. If you click Select Digital
manually, choose the number and the type.

When to Check Capture First Image Only

All passive reference and probes must be distinct, that is, they must use a
different pair of excitation/emission filters.

There is an exception if the “Capture first image only” option is used for the
passive reference. In this case, a probe can use the same filter pair as the
passive reference.

This option is unavailable for genotype application. As a consequence the
software shows the “more than 2 probes” option in the probe selection page
only if there are more than 3 different filter pairs installed in the instrument,
and the maximum number of select able probes is the number of distinct

f Click the setup you created to activate it.
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g (Optional) Click Post Processing and add command line comments as
appropriate.
When to use Post Processing

Check this option if, after a run is completed, you want to batch process, or up-
date a LIMS database. To run a batch file, input the path, add IFC information,
and then continue to step h.

h Click Browse to navigate to a save location.

i Click Use Chip Barcode as Chip Run Name.

j Click Browse for Protocol. Double-click it to open.
k Click Save and Close.

4 Start the run.

At the Start Window, Select the project from the Use Project Setting drop-
down menu.

5 Click Start a New Run.
Optionally, follow the steps below to use a Digital PCR Setup.

Using a Digital PCR Setup

1 Click Start a New Run.
2 Click Load, as shown below

i BioMark Data Collection

File  Tools  Help
Chip Run Information
Chip Barcode : I8 7 Load Chip into the system to scan the barcode and
= = then click MNext
Chip Type :
Chip Run Mame :
File Location : [ 1 Chip Barcode and Tupe
Application Type :
Barcode :
Fratocol :
Passive Reference :
Probe Typefs] : Chip Tupe : i |
Froject Setting: _-[r:l-o.ne.] v |
gy
3
B Load Ve
o
=
@
) Camera Temperature: -20,0 #C ) Lamp is on Lamp will turn off in 239 minutes and 48 seconds - Double click here to reset timer

3 Click Select a Digital PCR setup.
A list of all previously created Digital PCR Setups display, as shown below.
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i BioMark Data Collection

’V g Select the Application type and then click Hext.

Application, Reference and Probes

Application: | Digital PCR v/

() Select probes manually | (%) Select a Digital PCR sstup

File  Tools  Help
Chip Run Information
Chip Barcode : |1481 04007 |
Chip Type : [48.770 |
Chip Run Name : [1481004007 |
File Lacation : | C:A1461004007 |
Application Type : | |
Fratocol : | |
Passive Reference : | |
Frobe Type(s] : | |
)
E
@
Time
0 Camera Temperature: -20,0 °C 0 Lamp is locked

|~

Digital PCR

o All: Intersection, Union of FAM-TAMRA - VIC-MGE

MNew_Template

FAM_VIC: Union, Intersection, EstR atio, E st atioL 95,
@ |EstRiatiol) 35, EstDiff, EstDifiL95, EstDiffl195 of FAM-TAMRA -
WIC-MGE

||

Comments

[ Back | [ New

2]

4 Click the setup you want to use (in the example, New Template is selected).
5 Click Next and complete the sequential windows that follow.

Genotyping IFC Runs

Managing Genotyping Labeling Setups

Before you start a new genotyping run, set up the new labeling scheme.
1 Click Tools > Manage Genotyping Labeling Setups.

15|BioMark Data Collection

File | Tools | Help

Save futo Exposure and Focus Images
o Lamp...
[ Protocol Editor...

Manage Project Settings. ..

Manage Digital PCR. Setups...

Manags Genotype Labeling Setups...

Clear Resume Chip Run

DMARK

LYSIS BY FLUIDIGM

‘Welcome to BioMark Data Collection Software.

2 Click Add New Genotyping Labeling Setup.
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BioMark Data Collection - Genotype Labeling Setups Management

List of Genotype Labeling Setups:

([ 2dd New Genotype Labeling Setup_|)

3 Configure allele settings as appropriate. Use the drop-down menus to change

values.
File:
Allele Settings
Probe Type Allele Symbol Scatter Plot Axiz
__FAM-TAMFHv -—‘-X -K-axis » .
Type Allele Symbols as appropriate to your needs
[wowss & [r T [ram v .
Double-click a color to open the color palette.
Call Calors
- i} I Call Colors
Allele ==
Ak (MM Mocol (DM e ——
Alleke vy Invaid () EEEEEEEN
- tore colors
Mew Genotyoe Setup MiDiest 12 ] Type a name for the new genotyping setup.

4 Click OK to accept the changes. The new genotyping labeling setup opens in
the List of Genotype Labeling Setups dialog.

BioMark Data Collection - Genotype Labeling Setups Management

List of Genolype Labeling Setups:

Genotype Setup_MJDtest_02
Rowis FaM-TaMRA -l w2 [l IR

Viuis WICMGE - aleley  NTC [l VO ovsic B

Add Mew Genotype Labeling Setup

5 Click Close to finish the setup.

6 (Optional) Click Add New Genotype Labeling Setup to add another. Or, Click

Edit to change elements in any genotype setup listed.

7 Set up your genotyping project (go to “Setting Up a New Genotyping Run” on
page 61).
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Setting Up a New Genotyping Run

9

Double-click the Data Collection Software icon on the desktop.
Click Start a New Run.

Check the status bar to verify that the lamp and camera are ready. Make sure
both are green before proceeding.

Place the IFC into the reader.

Click Load.

Verify IFC barcode and IFC type.

a Choose project settings (if applicable).

b Click Next.
Chip Run file:

a Select New or Predefined.
b Browse to a file location for data storage.

¢ Click Next.
Application, Reference and Probes:

a Select Application Type—Genotyping.
b Select Passive Reference (ROX).
¢ Select probe types.

d Click Next.
Click Browse to find the appropriate thermal protocol file.

10 Confirm Auto Exposure is selected.

11 Click Next.

12 Verify that the IFC run information is correct.
13 Click Start Run.
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Setting Up a Genotyping Project

Now that you have the labeling set up, create a genotyping project.
1 Click Tools > Manage Project Settings.

I |BioMark Data Collection

File | Tools | Help

Save Auto Exposure and Focus Images

o Lamp... 2
i Protocal Editor...

Manags Froject Settings. ..
LYSIS BY FLUIDIGM

Manage Digital PCR. Setups...
Manage Genotype Labeling Setups...

Clear Resume Chig Fun Welcome to Bioklark Data Collection Software.

2 Click Add New Project Settings.

BioMark Data Collection - Project Settings Management

List of Project Settings:

Digital Array_Test01

Application:  Digital PCR
Reference/Probes:  ROX, FAM-TAMRA, VIC-MGE

Pratacel:  BOCMix2
Path:  C:\Documents and SettingshlabDesktap

([ Add Mew Project Setting ])

The Project Settings Editor opens.

Project Settings Editor

BioMark Data Collection - Edit Project Setting

Maming and Location

a Mame: |Eenotypmg Test Run_002 |

Chip Run Dirsctary: | C:\Documents and Settingshlab\Desktop |

[e] o]
m Use Chip Barcode as Chip Run Mame

Application, Reference and Probes Thermal Pratocal

[lzlmunanm Default-10min-Hot-Start
AR e e F

Description;

Fenpiiicanon Sae
Prisse

" Select probes manually ¥ Select a genotype labsling setup LoE L) b PO Ll L)

Genotype Setup_MdJDtest_02

[d o s FAM-TAMRA - Al xx [ d  ERad|

luis. VICMGE - Alelet’  NTC: [l MO ovsic: [

sinjesadws |

120 L " B

Time
EI Browse for Frotocol El
[ cancel ] [ SaveandCiose ]
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3 Complete the settings using the following steps as a guide:
a Type a name for the new project and, optionally, type a description.
b Click Genotyping from the Application drop-down menu.

NOTE: ROX is the default passive reference.

a Click Select a genotype labeling setup. The setup you created is now

visible.

b Click the setup you created to activate it.

¢ Click Browse to navigate to a save location.
d Click Use Chip Barcode as Chip Run Name.
e Click Browse for Protocol. When you get the thermal protocol, double-click

it to open it.

Open thermal protocol file...

Lok in: |@ Pratocols i [ e
N ﬂ 3sstep rapid start.pel
Iﬁ |®] 1ominHss0Cy.pel
My Fecent |2 10MnHSS0Cy_Tmé3.pel
Docurnents |®] asymmetric ba1 TASS pd
2182 lang Amplican.pel
@ ﬂ BZ shart Amp reat at 75C.pcl
Deskiap |®) oef ault-10min-Hotstart.pel
|=] 48 UPL Prakocal. pel
. |& M6 DeFault Protocal.pel
@ [BIM96 UPL Protocol.pel
2] 5kP End Point Read 20¢.pel
My Documents
%] s End Point Read pel
My Computer
File name: | j i Open I
My Netwark Files of type [Protoca fies B [ cews ]

These are example files
only and may not apply to
your situation

f Click Save and Close. The new project settings—with all the parameters
you set—are listed in the Project Settings list.

BioMark Data Collection - Project Settings Management

List of Project Settings:

Digital Array_Test01

Application,  Digitsl PCA
Fieference/Probes:  ROX, FAM-TAMRA, VICMGE
Protocol:  BOCmix2
Path:  C\Documents and SettingsilabhD esktop

Genotyping Test Run_002

Application:  Genatyping
Feference/Probes:  ROX, FAM TAMRA VIC-MGE
Protocol  Default-10min-Hot-Start
Path:  C:\Documents and Settings\lab\Desktop

Add New Project Setting

Close
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Now, when you start a new run, click the Use Project Settings drop-down menu
on the Start screen, and choose your custom project. As an example, you would:

1 Select a project setting from the drop-down menu.
2 Click Start a New Run and follow the software prompts.

| BioMark Data Collection o [ 1

= BIOMARK

GENETIC ANALYSIS BY FLUIDIGM

Welcome to BioMark Data Collection Software.
For more product information, please visit:

hitp:iiwww.fluidigm.com

%2 start a Mew Run Use Project Setting:  [MNone]

Close Trap 4

@ Camera Temperature: -4.8°C | @ Lanpis on | Larnp will burr ofF i 72 inutes - Deoble dlick hisrs b raset timer

64
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Gene Expression IFC Runs

Setting Up a New Gene Expression Run

A gene expression run can be set up with or without creating a new project. In
the following example, a new run is created without setting up a new project

first. To Perform a Gene Expression Run:
1 Place the IFC onto the Biomark™ System tray.

2 Click Load. The IFC goes into the Biomark™ instrument where the barcode is
read, and then displayed, as shown below.

i1 BioMark Data Collection

File  Tools  Help
Chip Run [nformation
Chip Barcode :

Chip Type

Chip Run Mame :
File Location :
Application Type :
Protocol :

Passive Reference :

Probe Tupe(z] :

[1381241028

95.36 [138y)

ainjesadwa |

) Camera Temperature: -4.8 °C

Time
. Lamp is lacked but skill warrming-up

Load Chip into the system to scan the barcode and
then click Next

Chip Barcode and Type

Barcode : f3g1241028

Chip Tupe :

\*&- Eject \‘{)

& Next

Warri-up will be completed in 18 minukes 29 seconds

=

3 Click Next.

4 Click This is a new chip run to open the following window.
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| BioMark Data Collection

File  Tools  Help

Chip Run Infarmation —
Chip Barcode : |1131 088032 ’r} Select the Application type and then click Mext.
Chip Type : |48.48 [1713w]
Chip Run Mame : |11 3088092

4 pplication, A eference and Probes

Passive Reference: | ROX | [ Capture first image arly

File Location : |C: WSpstem Testh1131088092

Application Type : |

Protocol :

Passive Reference : |

Frobe Type(s) :

Aszay: O Single Probe @) Two Probes O More than two probes

Fiobes [FAM-TAMRA v
[vIC-mGB v/
=
o
3
=)
=]
= Comments
[
Time l = Back ] l Mext 5 ]
0 Camera Temperature: -4.7 °C |-J Larmp is locked but still warming-up | ‘itarm-up will be completed in 10 minutes 24 seconds

5 From the Application drop-down menu, select Gene Expression or, Melting
Curve.

6 Choose the number of probes you are using.

7 Select the name of the probes from the Probes drop-down menus.
8 Click Next.

9 Click Browse to go to thermal protocols (.pcl).

10 Double-click the appropriate protocol to open it, as shown below.
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| BioMark Data Collection

Application Type :
Protocal :

Pazsive Reference :

| Gene Expression

| Default-10min-Haot-Start

[ROx

File  Tools Help
Chip Run Infarmaation
Chip Barcode : |1131 038032 Select the protocol and dye inf for the chip,
and then click Next.
Chip Type : |48.48 [113x]
Chip Run Mame : | 1131088092
) . Thermnal Protocol
File Location : | C:hSpstem Testh1131088092

Frotocol File : | C:%Program FileshFluidigm*Biokd arkD atanIIection\AppIication|

Auto Exposure

Browse...

Probe Type(s) : | Fam-TaMRA, VIC-MGE
Expozure Times
Default-10min-Hot-Start .
Passive Feference: ROX 0.30 seconds
Erase and Hot Start PCR Cycle
b prelis el U Probe Exposure: FaM-TAMRAA seconds
Aenpiien
Ererss Prisss Hion Stert Pricsses Dt Prosses Aevvesd Prisse WIC-MGE seconds
a5 a5
=
o
3
h=)
@
E
@ 5
120 50 = 5
Time 4 Back ] l Next =

> Camera Temperature: 4.9 C |-J Lamp is locked but still warming-up YWarm-up will be completed in & minutes 20 seconds

11 Click Next.
12 Click Start Run and follow the prompts.

| BioMark Data Collection

File  Tools Help
Chip Run Information 1
Chip Barcode : [1131088092 | C Ready to start the run
Chip Type: [48.48 1134 |
Chip Run Name : [1131088092 |
E Time [i d
File Location: [C:ASpstem Testh 1131088032 | A 20
Application Type : |Gene E=pression | 4 flassielicioEnae |HD>< | |
Protocal ; | Drefault-10min-Hat-Start | = Probe Types: FaM-TAMRA
c WICHMGE
Passive Reference : |FID>< | &
Prabe Type(s]: |FAM-TAMRA, VIC-MGB |
Default-10min-Hot-Start
Eraze and Hot Start FPCR Cycle =
Repeats 1 Repeaf: 40 g
enpliteaion o S P 5 e et P E E ztirmated Finizh Time Elapzed Time
g = = g 00:00:00
o
3
b=
[}
H 50
e [
o = =
1) Start Run ]) [  Abort Chip Fun
= —
120 a0 15 a0
Time Net 9
) Camera Temperakure: -4.8°C ) Lamp is locked but skill warrming-up | Warm-up will be completed in 5 minutes 22 seconds
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Setting up a Gene Expression Project

To set up a gene expression project (on the Biomark™ System only) go to “Setting
Up a New Genotyping Run” on page 61. Setting up a gene expression project is
identical to setting up a genotyping project except that you do not need to set
up labeling.

Melting Curve IFC Runs

Setting up a Melting Curve IFC Run

Setting up a melting curve IFC run (on the Biomark™ System only) is identical to
setting up a gene expression IFC run except that you choose Melting Curve from
the Application drop-down menu, as shown below. Then, follow the screen

prompts.

& BioMark Data Collection

File:

Chip Run Information
Chip Barcode :

Chip Type :

Chip Run Mame :
File: Locatior :
Application Type :

Pratocol :

Tools  Help

[1131098076

% Select the Application type and then click Next.

Application, Reference and Probes

041131098076 et

Application: | Melting Curve b

Gene Expression

REEEVERR R Melting Curve

I | | Capture first image only

Passive Reference :

Frobe Type(z] :

ainesadwa |

Frobes

Comments

Aszap: () Single Probe () Two Probes ) Mare than two probes

Time

b Camera Temperature: -4.8 °C 3 Lamp is locked

[&  Back |

Double-click the Data Collection Software icon on the desktop.

Click Start a New Run.

Check the status bar to verify that the lamp and camera are ready. Make sure

both are green before proceeding.
Place the IFC into the reader.
Click Load.

Verify IFC barcode and IFC type.

a Choose project settings (if applicable).
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b Click Next.
7 Chip Run file:
a Select New or Predefined.
b Browse to a file location for data storage.
¢ Click Next.
8 Application, Reference and Probes:
a Select Application Type—Melting Curve.
b Select Passive Reference (ROX).
¢ Select Assay—Single probe, Two probes or More than two probes.
d Click Next.
9 Click Browse to find the appropriate thermal protocol file.
10 Confirm Auto Exposure is selected.
11 Click Next.
12 Verify that the IFC run information is correct.
13 Click Start Run.

Setting Up a Melting Curve Project

To set up a melting curve project (on the Biomark™ System only) go to “Setting
Up a New Genotyping Run” on page 61. Setting up a melting curve project is
identical to setting up a genotyping project except that you do not need to set
up labeling.

Starting and Tracking Flex Six™ IFC Runs

Setting Up a Tracking File

If this is the first time you are running a Flex Six™ IFC after installing the Data
Collection software or after restarting the computer, you will need to set up a
tracking file. After the tracking file is set up initially, the software creates a
directory and stores all Flex Six™ data in this location.

NOTE: If the directory containing tracking files changes, the Data Collection software
will no longer be able to track IFC usage.

NOTE: If you have multiple Biomark™ Systems, you should create the tracking file in a
location that can be accessed by all the Biomark™ Systems. Only usage tracking files
should be stored this way; we do not recommend storing IFC run data on a network.

1 On the Home page, select the Tools > FLEXsix Usage Tracking.

2 Click New to create a new tracking file, or you can select an existing tracking
file by using the Browse button.
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FLEXsix Usage Tracking

—
Usoge Tacking Filename: |C:\TestTesLiut | "
—_

Chip Baroode Available Anays | Used Arraps First Uise Last Use Expiation

T Shaw Partially Uzed Chips Only

( Done )

T
Allows you to search for partially used IFCs

3 Click Done.

Starting a Flex Six™ IFC Run

Multiple gene expression and genotyping experiments can be run on a Flex Six™

IFC. You can run one experiment at a time or several of the same application at
a time.

1 From the Start screen, click Start a New Run. The Data Collection screen
appears.

2 Load the IFC on the Biomark™ tray.

a Remove the protective film from the bottom of the IFC and place the IFC

on the Biomark™ tray. Make sure the A1 corner on the IFC aligns with the
A1 on the tray.
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b Click Load. The tray retracts, and the system scans the barcode and
identifies the IFC.

| BioMark Data Collection

File ~ Settings  Tools

Chip Run Information

Help

. Load Chip into the system to scan the barcode and
then click MNext

Chip Barcode : 1531001009 \
Chip Type : [FLEXsix (1534) )

Frobe Type(z] :

|
|
Array Uzage |
Chip Run Name : | | Chip Barcode and Tupe
Fi Locetn | | Barcods:: FLEsix (1534)
Application Type : | |
Pratocol : | |
Passive Reference : | | Chip Type :
| |

Froject Setting: ||i1:E) M

ainesadwa |

. Camera Temperature: -5.0 #C

Load \‘h Eject \Q‘)

Time
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c Click Next.

Now you will see the available arrays.

4| BioMark Data Collection

File  Settings Tools  Help

Chip Fiun Infarmation

Chip Barcode : | 1531007009
Chip Type : !FLEXsiH [153x]
Aray Uzage |

Chip Run Mame :

File: Location :

Application Type

Passive Reference :

|
|
|
Pratocol : |
|
|

Probe Type(z] :

Select Amrays. enter the chip run name and file
location, and then click Next.

auneladwa |

Time

0 Camera Temperature: -5.0 #C |

Assay Detectorinias Sampienies
Enable Re-Scan
Available Available
Awvailable E Available
Available Available
Available Available

Click to Select Anays. Available

Chip Run Name and Location

Name: 1531001003 |
Uze Barcode as Mame

Location : | C:ATest |

Browse...

[C:' Back l [ Next EI>]

3 Select the arrays you wish to run. (Selected arrays should be contiguous.)
4 Determine the IFC run name and file location for the new IFC run.
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a Click the Use Barcode as Chip Run Name checkbox to use the barcode as
the name or uncheck the box and enter a unique name. Browse to a
different location for saving the file, if needed.

i BioMark Data Collection

File  Settings Tools  Help

Chip Run Information
Chip Barcode : |1531 001003 E Select Amays, enter the chip run name and file

location, and then click Next.

Chip Type : !FLEXsix [153%]
Array Uszage |1,2
Assay Dtaciorinies Samols e
Chip Run Name : | Enable Re-Scan
File: Location :

Application Type :

Available Available i

Passive Reference :

|
|
Pratocol : |
|
|

Available Available
Probe T :
ichailLpel] Available Available
Click to Select Arays.
Chip Run Mame and Location
o Name: [1531001009 |
=
B Usze Barcode as Mame
E Location : |E:\Test |
Time IC:' Back ] Next '::>]

. Camera Temperature: -5.0 #C

b Click Next.
5 Select the application and select probes.

a For the Assay, select Single Probe, Two Probes, or More than two
probes.
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b In the Probes drop-down box, select the probes.

| BioMark Data Collection

File  Settings  Tools

Chip Run Infarmation —

Chip Barcode : |1531 001003 ‘V 2 Select the Application type and then click Next.
Chip Type : !FLEXsix [153x]

Arrap Uzage : |1,2

. Application, Reference and Probes
Chip Run Mame : |1531 amoog

|
|
|
| o :
EiS [ Testvi531001009 | Applcair: [Gene Expression v
|
|
|
|

Passive Reference: _F!DX ~ | [] Capture first image only

Application Type : |

Protocal

Passive Reference : |

Frobe Typels] : Assay: (3 Single Probe (O Two Probes ) More than two probes
Probes Fék-MGE
o
3
B Comments
H
Time @ Back ] [ Next =

. Camera Temperature: -5.0 #C

¢ Click Next.
6 Select a protocol file.

i| BioMark Data Collection

File  Settings Tools Help

Chip Run Infarmatian
Chip Barcade ; |1531 001009 | Select the protocol and dye information for the chip,
and then click Next.
Chip Type : |FLEsis (153) |
Amay Uzage |1,2 |
Thermal Protocal
Chip Frun Marre : [153100009 |
File Location : iC:\Test\‘I 530071009 | Protocol File : | C:A\Program Files\Fluidigm'Biatd ark [ ataCollection“Application
Application Type : |Gene Exprezsion |
Protocaol : GE FLExsix Fast w1 > |
Passive Reference : IF!DX | Auto Exposure
Probe Type(s]: |FaM-HGB | SHESSHC SnES
GE FLEXsix Fast v1
rmal Mix | UNG and Hot Start
70C UNG HotSum | DETERER
=
3 35
o
e BRI ™
E 50
3 [
=ach
slice
3600 120 &0 5 20
< | >
= e o @ Back ] [ MNext -}

. Camera Temperature: -5,0 2C

a Click Next.
You are now ready to start your run.
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7 Click Start Run.

¥ | BioMark Data Collection

File — Settings Tools  Help

Chip Fun Information

Chip Barcode © [15310m 009 |
Chip Type:: |FLEsis [153) |
Array Usage : |1 2 |
Chip Fiun Name : 1531001009 |
File Lacation |E:ATest\1531001009 |
Application Type : |Gene Expression |
Pratacal : |GE FLE*zix Fast v1 |
Pazsive Reference : |F|D>< |
Probe Type(s]: |FAM-MEB |

FReady to start the run

GE FLEXsix Fastv1

rmal Mix UNG and Hot Start

. Camera Temperature: -5.0 °C |

70C uNG e
o
S 35
b=
N ey [ e
= 50
] o
zach
shcz
3600 120 0 5 20
49 [>
Time

Exposure Time [in seconds)

Passive Reference : | RO

Frobe Types : F&,

Estimate the Exposure Times at 70.0 C

Post-processing
[Mo post-processing]

E stimated Finish Time

Elapzed Time

00:00:00

[b Start Run

In subsequent use of the same IFC, dates will appear on the used arrays.
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Directory Structure

The array IFC runs will be stored in a directory in which each array has its own
folder.

File Edit View Favorites Tools Help -"?
J Back (=) I@ /'._ ) Search lf= Folders | |y |3 x Q v
address !E; C:\Test\1531001009 v| Go | Llinks
Mame = Size | Type Date Modified
Clarray 1 File Folder 11/9/2012 1:20 PM
C)array 2 File Folder 11/9/2012 1:20 PM
C)cals File Folder 11/9/2012 1:26 PM
) Array 1 ReScan-1 File Folder 1192012 1:26 PM
File Folder 11/9/2012 1:26 PM
5 objects 0 bytes d My Computer

NOTE: If you want to re-scan the IFC for any reason, select the array and check mark
Enable Re-scan. The software creates a Re-Scan folder for these re-scanned IFC runs.
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Troubleshooting

Resuming an IFC Run

In the rare event of a system failure during a run, you may be able to resume
your run when the system is restored (on the Biomark™ System only).

If such an event occurs—a sudden powering down of the thermal cycler, for
example—Data Collection software issues a warning, as shown below.

| BioMark Data Collection

Fle Settings Tools Help
Chip Run Infarmation
Chip Barcode |124DD2DDW 3 ‘ o Running...
Chip Type [48.48cs (1244) |
Chip Run Mame [ 124002001 3-0p |
Ei Tirne (i o
File Location |E “Dacuments and Setl\ngs\\ah\Deskto‘ zhosute T (¥ sscorce)
i e [Ieing Curve ‘ 5 Passive Reference . Al i i
Fiotocal |Melting Curve \ 2 | Probe Types: Fést-TAMRA 010
<
Passive Reference : |F\D>< ‘ =
Probe Typels] : |FAM TAMBA ‘
Melting Curve —|
Hat Start Melting Phasze Lt H
Repeats 1 Repeats 1 Error Abortlng...
Pl St b b Exxvmion Frame g Estimated Finish Time Elapsed Time
= z 356 PM 00:03:36
g by
H )
= 1:2:1 - Melting Exterision Phase & B5 °C for 20 &
(NNNANANNRNRRNARREN ]
] Start Run @  Abort Chip Run
@ a0
= = @ Back Next =
@ Camera Temperature: -20.0 °C |‘

After the problem is fixed and the system is up, the following Chip Run Error
screen displays.
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| BioMark Data Collection

Chip Run Information

> Camers Temperature:

200°C O Lampison |

Chip Barcade [1240020013 |
Chip Type : [48.48cs 11244 |
Chip Run Name © [1240020013 0p |
File Lacatian |CDacuments and SetingsiabDeskia|
Application Type ‘Meltmg Curve: |
Pratocol : ‘Meltmg Curve |
Passive Reference ‘HUX |
Prabe Typels]: [FaM-TamRE |
Melting Curve
Hat Start Melting Phase
Fiepeats 1 epeals
Hon St ey v P
o
z
3
4 e
2 _ v
E
= =
Time

Lamp will kurn off in 239 minutes and 52 seconds - Double dlick here to reset timer

e Chip Run Exor

Chip Run Campletion Status

The chip run was intsrtupted because of the fallawing sror:
Falled to set temperature in theimooycler

A, recovery file was saved to allow resuming the n from where it stopped.
“You can resume the run right now by clicking 'Keep Chip Inside’ and then
‘Riesurme Run' on the start-up page. You can alsa resume even sfter a full
reboot.

([ Leave Chip Inside J) Eject

@ Back Next =

1 Click Leave Chip Inside to display the following screen.

| Biomark Data Collection

File  Tools

Help

-1
=

& Camera Temperaturs: -20,0 °C ‘0 Lamp is on |

TBIOMARK

GENETIC ANALYSIS BY FLUIDIGM

‘Welcome to BioMark Data Collection Software.

For more product information, please visit:

http fwww fluidigm.com

" StataMew Run | Use Project Setting:

[] Remember Project Setting

Resume Run

Chip Barcode: 1240020013

Chip Fun Path
C:h\Documents and Settingstlab\DesktophElena_testh124002001 3-op

Larmp will kurn off in 238 minutes and 52 seconds - Double dick here ta reset timer

2 Click Resume Run to display the Load screen, as shown below.
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%% BioMark Data Collection

File Tools  Help

Chip Run Information

Chip Barcade 1240020013 E Il_l‘f:nd(l::l:lhcllg ;?;:tthe system to scan the barcode and
Chip Type 48 48cs [124x)

Chip Run Mame 124002001 3-0p

File Location : |E\Dacuments and SetingstlabDeskto| Chip Barcode and Type

Appication Type: | Melting Curve | T

Pratocal: [Meting Curve |

Passive Feference : |HUX ‘

Probe Type(s) [Fam-TaMRA | Chip Type

Load & Fieol o

aunesadwa |

3 Camera Temperature: -20.0°C | Lanpis orked

3 Click Load to return ejected IFC tray back into the Biomark™ instrument.
After the IFC is back in the instrument, the window where the IFC run was
interrupted is displayed, as shown below.

| BioMark Data Collection |._‘ |X
File  Toals Help
Chip Fun Information ——

Chip Barcods : [ 1240020013 | e

Chip Type : [48.480s (1244) |

Chip Rur Nare : 124002001 2-0p |

Fil Location |EADosuments and SettingshlabDeskto)| el L]

apalcation Type - Moling Corva Passive Reference . [0 I 010

Protocal Melting Curve Probe Types FaM-TAMRS [T

Fassive Reference - | RO

Frobe Typsls) FiM-TAMRA

Melting Curve
Hat Start Melting Phase
Repeats 1 RAepeats
e [ E stimated Finish Time Elapsed Time
= 00:00:00
H
(
([ ResumeRun ) B oot Chip Fun
=
Time 48  Back Next =
0 Camera Temperature: -20.0 *C ‘0 Lamp s locked |

4 Click Resume Run to continue your IFC run.

Clearing an IFC Run

If, after a system error you do not want to continue the interrupted IFC run:
1 Click Eject to eject the IFC from the instrument.
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| Biomark Data Collection

File  Took  Help

= BIOMARK

GENETIC ANALYSIS BY FLUIDIGM

‘Welcome to BioMark Data Collection Software.

For more product information, please visit:

http fwww fluidigm.com

%2 Start a New Run Use Project Setting: |[None]

[] Remember Project Setting

Resume Run

Chip Barcode: 1240020013

Chip Fun Path
C:h\Documents and Settingstlab\DesktophElena_testh124002001 3-op

 Camnera Temperature: -20.0 °C 3 Lamp is an Larmp will kurn off in 238 minutes and 52 seconds - Double dick here ta reset timer

Click Tools > Clear Resume Chip Run to clear the interrupted run.

| BioMark Data Collection

Chip [+ ]

Chip)
Chip) o
Chip)
File

Appl

File | Tools | Help

Save Auta Exposure and Focus Images

Lamp... 3
Pratocol Editar, ., L
Manage Project Settings...

Manage Digital PCR Setups...
Manage Genotype Labeling Setups, ..

¢ ST

Clear Resume Chip Run
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Using the Protocol Editor

Through the Protocol Editor you can:
» Create a new protocol using the template wizard
o Change protocol parameters
» Create a customized protocol

Accessing the Protocol Editor

1 To open the Protocol Editor:
» Without opening Data Collection software:
Click Start > All Programs > Fluidigm > BioMark > Protocol Editor.

T'ﬁ Fluidigm fﬁ Bialark, & Protocol Editor

e Within Data Collection software:
Click Tools > Protocol Editor.

ki |BioMark Data Collection
File | Tools | Help

— Chip Save Auko Exposure and Focus Images
Chip

Yo Lamp...

Chip | lof  Prokocol Editar, .

it Manage Project Sektings. ..

File L Manage Digital PCR Setups...

Appl Manage Genakype Labeling Setups. ..
Prat

Clear Resurme Chip Run

-
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Protocol Editor

First screen.

i BioMark Protocol Editor.
File  Wiew Help

EE = N

FEX

18]

Protocol Editor Menu Bar

A brief description of each option follows.

File

Click File to access the following options.

File: é'-.-'iew Help

1 Mew

Create a new protocol using the wizard

Navigate to an existing protocol

Close currently open protocol

L_? Qpen
Close
=l Save
Sawve As

Save the current protocol

Save the current protocol but with a different name or to a different location.

Validate Protocol

—Checks your current protocol for any incompatibilities.

Exxik

Close the application

View

Click View > Compensation Model to open the Protocol Viewer which contains a
view of the expanded and compensated protocol in one scrollable window.
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i BioMark Protocol Editor

File | wiew [ Help

RN Compensation Model T

B BioMark Protocol Editor - Mew Protoco

File Wism Help

W
u

) o
G _ X
Fﬁ[% Thermal Mix o~
L Edit segment L

S TC 25
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Creating a New Protocol

Overview

84

As you follow the New Protocol Wizard, you are offered options from which you
must choose in order to complete each window. Choices are dependent on the
protocol type that you choose from the drop-down menu in the Wizard Properties
panel (graphic below). The protocol types are self-evident—just follow the
wizard—except for Manual, which is described beginning on page 98.

Following the Wizard

In the example below, screens and options are shown as the user follows the
wizard for the first choice, PCR.

To create a new protocol:

1 In the Protocol Editor, click Protocol > New.
2 Follow the New Protocol Wizard.

NOTE: For the other protocol types, follow the wizard and choose appropriate options.

1 Select a Protocol Type (PCR, for this example).
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New Protocol Wizard

—> Step 1:
Select the type of protocol you wish to create.
Provide a name atnd description for the new pratocol.

Froperties
Pratocol Type -
M arme ; Melting Curve
End Point
b arwial
D ezcriphion :

Cancel

Protocol types in the Properties panel
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2 Name the new protocol.

3

Mew Protocol Wizard

Step 1:

Select the type of protocol pou wish to create.

Provide a name and description far the new protocal.
Properties

Praotocol Type : | FCR - |

Name : (PCR_TEST D |

X

Drescription ;

Optional: Add a description.

4 Click Next.

5

e

Include Thermal Mix segment by checking the box or, uncheck to exclude.

New Protocol Wizard [g|
Step 2 Segment Themal Mix
Thiz segment is optional.
“You can specify to include or exclude thiz segment from the new pratocol.
Thermal Mix
50C TOC 25C

70

120 1800 (]

< Back H Mext >
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6 Click Next.

7 Click Include to activate, and then click either UNG and Hot Start or, Hot

Start.
Or,

Deactivate Include to omit both segments.

Mew Protocol Wizard

Step 3: Segment Selection
—> ? ,? Thiz zegment haz multiple configurations.

Select one of the following seaments to uge in the new protocal,

X

UMG and Hot Start

UNG Hot Start
95
Include
(3) UNG and Hot Start
() Hot Start 50
120 600
< Back l [ Mext >

Cancel

NOTE: UNG = uracil-DNA glycosylase. The Uracil-DNA Glycosylase catalyzes the

hydrolysis of the N-glycosylic bond between the uracil and sugar, leaving an apyrimidinic

site in uracil-containing single or double-stranded DNA. Shows no activity on RNA.

8 Click Next.
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9 Choose a PCR Cycle using the following screens as a guide.

(X

New Protocol Wizard
Step 4: Segment Selection
—> Thiz segment has multiple configurations.
Select one of the following segments to use in the new pratocol,
PCR Cycle
0
Denaturation Annzalling
55
. @ PCR Cycle
() PCR Cycle [3 Steps) o
() PCR Cycle [4 Steps) W
=ach
slic=
15 % &0
Finish Cancel
New Protocol Wizand [z|
Step 4: Segment Selection
Thiz zegment haz multiple configurations.
Select one of the following seaments to uze in the new protocol.
PCR. Cycle (3 Steps)
0
Dinzturation Arnzaling Eszznsion
95
() PCR Cycle
72
3-step cycle [ G FrR Cycle (3 Steps) . =
sach
() PCR Cycle (4 Steps) gl
15 30 30
New Protocol Wizard E
Step 4 Segment Selection
Thiz zegment has multiple configurations.
Select one of the following segments to uze in the new protocol,
PCR Cycle (4 Steps)
0
Denaturation Annaalling Extension Acquisition
55
() PCR Cycle
T2
() PCR Cycle (3 Steps) o o
4-step cycle || @ PCR Cycle [4 Steps) W
zach
shic=
15 e k] k]
[ Finish l ’ Cancel ]
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10 Click Finish to open the new protocol template.

& BioMark Protocol Editor - New Protocol *

File  Wiew Help
P R -
&
- PCR_TEST Ngmai2.Cls
Thermal Mix NG and Hot Start PCR Cydle (4 Steps)
Bl
50C 70C 25 UNG Hot Start Denaturation E =
95 95

z 72
S 70
=
2]
o &0 &0
z "
= )

50 %0 each

slicz
25
120 1800 500 120 500 15 30 30 30
Time

11 Optional: Click File > Validate Protocol to ensure that your protocol is ready

to use.

%)

Protocol Validation

\]J) Mo errars Found in protocal,
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Fit/Fixed Drop-Down Menu

Toggle between the Fit or Fixed view. Fit reduces the size of the protocol so that
it fits in the active window. Fixed increases the size of the protocol so that the
segments and slices are easier to see but the entire protocol is not visible

without horizontal scrolling
Fit view example:

B BioMark Protocol Editor - New Protocol ®

File  View

PCR_TEST
Thermal Mix UNG and Hot Start PCR Cycle (4 Steps)
e
50C T0C 25C UNG Hot Start Denaturation Annzalling Bxtension Acquisition
35 55

z 72
5 70
=
=
= 50 60
g
&

50 50 =
sz

Fixed view example:

B BioMark Protacol Editor - New Protocol *

File  Miew
PCR_TEST Nermal2 Tis |
Thermal Mix UNG and Hot Start AL I
50C 70C 25C UNG Hot Start Denaturation Annealling
95 95
= 70
S
=
= £0
F
=
w 50 50
25
120 1800 600 120 600 15 30
< | >
Time
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Changing the Global Ramp Rate

The ramp rates available for selection are specific to the hardware configuration
of the system running the editor. The system configuration files define which
thermal cycler is connected to the machine. Each thermo cycler type has a
different set of ramp rates.

To change the ramp rate for all segments simultaneously:

1 Click the Ramp Rate icon to open the Ramp Rate dialog.

PCR_TEST ngrraz e |
UNG and Hot Start FER R (B SE),
aE
5 UNG Hot Start Denaturation Annzalling Estansion Acquisition

—

Protocol Ramp Rate

Famp Rate : | Mormal 2C/s v|

72

( .t'lc:lc:ept ] | canTel / \ i}

2 Click the drop-down menu to display ramp rate choices.

PCR_TEST
UNG and Hot Start FeREEE G fE)
==
25C UNG Hot Start Denaturation Arnzzling Extension Acquisition
Protocol Ramp Rate
Famp Rate : | Slor v
Mormal 2 Cls > 71

3 Click a new ramp rate.
4 Click Accept. Now, the ramp rate is the same in all segments and slices.
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PCR_TEST

Nomzl2 Cls
= \_

UMNG and Hot Start

PCR Cycle (4 Steps)

=

Segment Properties

Name |PCR Cycle (4 Steps] |
Repeat 40 > 60

Mormal 2 C.-"s) v|

Accept Cancel

~

Fiamp Fate

/\

Slice Properties

Mame |Acquisiti0n |
Temperature [C] (40 - 80

Duration [z] 30 [1-40]

Ramp R ate Normal2Ea"s) V|

‘Wwiait to reach target temp

Capture image at |At the end of slice v |

[ Accept ][ Cancel ]
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Context Sensitive Edit Tools

The Protocol Editor includes context-sensitive tool tips. They work in two ways:
» Hover your cursor anywhere within a area to reveal Edit icons.
» Hover your cursor over an Edit icon to reveal its function in a tool tip.

{5 BioMark Protocol Editor - New Protoco i BioMark Protocol Editor - New Protoco

File  Wiew Help File  Wiew  Help
= T - RN R -
|é?| |";§_\|
Edit icons display £ %
Thermal Mix N % Thermal Mix -
4 [Edit segment | (o
tool tip E—
500 7OC LT SOC 70C 25C
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Changing the Protocol Name

1 Click the Edit protocol name icon or, double-click within the title area.

& BioMark Protocol Editor - PCR * i BioMark Protocol Editor - PCR *®
File  ‘Wiew Help File  Wiew  Help
P e | R 2 i ) o

T —
— > | (roRtesT )
v

D
b
Edit prokocol name [

2 Type a new name for the protocol.
3 Hit Enter to commit, or tap Esc to return to original nhame.

i BioMark Protocol Editor - PCR_TEST *

File  ‘Wiew Help

PTG - |

[ T V|

Changing Segment Parameters

To change parameters of individual segments, hover your cursor on the segment
you want to change, to reveal editing tool icons.

Some general rules for editing protocols:

» Aslice defines specific parameters for the controlling the thermocycler to
perform one step of the containing segment’s function.

« Asegment is a logical grouping of slices to perform a specific function. A
segment always contains at least one slice.

« Aprotocol always contains at least one segment.
« All non-manual segments are constrained.
» Constrained segments.

- All segments except manual ones are constrained, specifically meaning
that the user cannot add or remove a slice from a constrained segment.

- The user can add or remove segments from a non-manual protocol but
cannot modify the slice composition of a non-manual segment.
Specifically, a constrained segment performs a defined task and
modification of the slice composition will interfere or prevent the
segments function from completing. If the user wishes to create a custom
segment they can add the Manual segment and modify the slice
composition themselves.
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Segment Editing Tools

The following graphic shows the tip tools that open when you hover your cursor
over the icons.

Edit segment |I-'-Lem|:n.=e seqment |

5 f
0 | x)
- Thermal Mix .
b o
| Insert seqment before | | Insert seqrent after |

What the Editing Tools Do

1 Click the Edit segment icon or, double-click inside the segment, to open the
Segment Properties dialog.

2 Rename the segment.

Segment Properties

M ame |Thermal ix_2 |

R amp Rate W
Slow 1C/z

3 Select an appropriate ramp rate for the segment.
4 Click Accept.
The custom name and new ramp rate are displayed in the altered segment.

i BioMark Protocol Editor - Mew Protoco

File  wiew  Help

R == e .
[fﬁ
Thermal Mix_2 ———1 New segment name
/™ Nomal 2Cfs —+ New ramp rate is reflected in the segment
50C F0C nC

| Insert segment before |

1 Click the Insert segment before icon to open the Add Protocol Segment
dialog.
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Add Protocol Segment

Frotocol Segment Tope
Therrnal kix

UNG and Hat Start
PCR Cypcle [2 Step)
PLCR Cypcle [3 Step)
PCR Cycle [4 Step)
End Faint

Melting Curve

baruial

Position

Before v| |Therma| hi_2 vl

[ ak i\S][ Cancel l

2 Click OK accept the default positions.The new segment is added to the
protocol, before (in front of) the segment in which you started.

i BioMark Protocol Editor - PCR *

File  ‘Wiew Help
R N 2
-
Any parameters that you change
Thermal Mix Thermal Mix_2 are reflected in the title of the
o~ [ teomalzcs segment or the slice that you alter.
T T2 T3 T T2 T3
50 50 50 50 50 50
600 600 600 600 600 600
e ——————

|Insert seqgment after |

Follow the procedure for inserting a segment before, described above. The result
will place a new segment after (behind) the segment in which you started.

| Femove segrmenkt |

When you click Remove segment, a warning displays. Click OK to remove the
segment or, Cancel to keep the segment.
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Context Sensitive Edit Tools

Remowve Segment

T "_\ Are wou sure you wish ko remowve this segment?
L3

[ 0K ] [ Cancel

IMPORTANT: Removed segment cannot be recovered.

Changing Slice Parameters

1 Hover your cursor inside the segment slice you want to alter.
2 Click the Edit slice icon or, double-click inside the slice, to open the Slice
Properties dialog.

& BioMark Protocol Editor, - New Protoco

File  ‘Wiew Help
R N x)

':gl

¢ ™ Slice Properties

[ < Thermal Mix_2 = | |

r o Mame T2

+ _pmJiomal 205 )

\ = Temperature [C] [20 - 95)
s0C w 25¢
Edit shice Duratian 5] 30 - 3600)
Famp Rate | w |
ice ‘wiait bo reach target temp
[] Capture image at
Ice
= [ Accept J) Cancel
@ 70 ICe J )
= —
=]
@
o
=3
T
50
|
25 I'
120 1800 600

3 Adjust parameters appropriately.
4 Click Accept.
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Using the Manual Type Protocol

Choosing Manual enables you to create a protocol by adding elements from the
template like, segments, slices, and ramp rates as needed.

To use the Manual protocol type:
1 In the Protocol Editor, click Protocol > New.
2 Click Manual from the Protocol Type drop-down menu.

Mew Protocol Wizard

Step 1:
g Select the type of protocol you wish to create.
Prowvide a name and descnption for the new protocal,

Froperties

Frotocol Type

Mame

Deszcription :

PCR
telting Curve
End Paint

_

Cancel

3 Name the new protocol.
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Using the Manual Type Protocol

4 Click Finish to open the blank protocol.

i BioMark Protocol Editor - New Protocol ™

File  Wiew Help
RN N =
)
i Manual_Test Nomal2 Cls
S Segments
Manul Slices
-
@
3
=]
o
@
=
@
50
i5
Time

IMPORTANT: All protocols must have at least one segment and one slice.

1 Add segments by hovering your cursor in the segment to display edit tools.
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Maintenance and Decontamination

This section describes how to clean and maintain your Biomark or EP1 system for
optimal performance.

IMPORTANT: Before using a cleaning or decontamination method other than those
recommended by Fluidigm, verify with Fluidigm technical support that the proposed
method will not damage the equipment

Preventive Maintenance

This section describes how to clean and maintain your Biomark or EP1 system for optimal
performance.

Preventive Maintenance Recommendations

For optimal performance of your Biomark or EP1 system, we recommend:
» Performing annual maintenance by a certified Fluidigm service technician.
» Only using replacement parts supplied by Fluidigm Corporation.

Clean the Biomark or EP1 System

Use a lint-free cloth and 70% ethanol or 70% isopropyl alcohol to gently wipe the
top of the instrument tray and the instrument covers as needed.

IMPORTANT:

— Do not spray cleaning solution directly on the instrument, as it may penetrate the seams and cause
damage. Spray cleaning solution on a lint-free cloth and then gently wipe instrument surface.

— Do not use bleach to clean the instrument as it is corrosive to metal.

— Before using a cleaning or decontamination method other than those recommended by Fluidigm,
verify with Fluidigm technical support that the proposed method will not damage the equipment.
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Decontamination of the Biomark or EP1 System

Ensure that the Biomark or EP1 system is cleaned and/or decontaminated prior to
servicing the equipment, removing it from use, or transporting it for disposal. Refer
to the instructions contained in this document and use only those materials
specified.

Biological Agents

1 Using a soft cloth, apply 70% ethyl alcohol or 70% isopropyl alcohol to all
accessible surfaces.

2 Keep surfaces wet for at least 5 minutes, then wipe dry.
Repeat steps 1 and 2 once.

4 Clean all decontaminated surfaces with a wet cloth to remove residual alcohol
and wipe dry.

w

Hazardous Chemicals

1 Using a soft cloth, apply 70% ethyl alcohol or 70% isopropyl alcohol to all
accessible surfaces.

Before use, ensure that alcohol is compatible with the chemicals used.
Keep surfaces wet for at least 5 minutes, then wipe dry.
Repeat steps 1 and 2 once.

Clean all decontaminated surfaces with a wet cloth to remove residual alcohol
and wipe dry.

g h WODN

Radioactive Materials

1 Using a soft cloth, apply an industry standard radioactivity decontaminant to all
accessible surfaces.

2 Wipe the surfaces as directed by the decontaminant manufacturer.
Survey the instrument with an appropriate radioactivity measuring device.
4 Ensure that the survey results are at or below background level.

w

Disposal of Products

Used IFCs should be handled and disposed of in accordance with federal, state,
regional, and local laws for hazardous waste management and disposal.

Do not dispose of this product in unsorted municipal waste. This
equipment may contain hazardous substances that could affect health

and the environment. Use appropriate take-back systems when

disposing of materials and equipment. —

Learn more at fluidigm.com/compliance
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Related Documents

This document is intended to be used in conjunction with these related
documents:

» Biomark Site Requirements Guide (PN 69000082)

« EP1 Site Requirements Guide (PN 100-2195)

o Fluidigm® Real-Time PCR User Guide (PN 68000088)

o Fluidigm® SNP Genotyping Analysis Software v3.0 User Guide (PN 68000098)
o Fluidigm® Digital PCR Analysis Software v3.0 User Guide (PN 68000100)

o Fluidigm® Melting Curve Analysis Software v3.0 User Guide (PN 68000118)
o Fluidigm IFC Controller Setup Quick Reference (PN 68000117)

e Fluidigm IFC Controller Usage Quick Reference (PN 68000126)

o Fluidigm Control Line Fluid Loading Procedure Quick Reference (PN
68000132)

o Gene Expression Analysis with the GE 24.192 IFC Using TagMan Assays
Protocol (PN 101-7571)

» Gene Expression Analysis with the GE 24.192 IFC Using TagMan Assays Quick
Reference (PN 101-7916)

o Fluidigm Flex Six™ IFC TagMan Fast/Standard Gene Expression Workflow
Quick Reference (PN 100-7251)

o Fluidigm 48.48 Real-Time PCR Workflow Quick Reference (PN 68000089)

o Fluidigm 48.48 Genotyping Workflow Quick Reference (PN 68000099)

o Fluidigm 48.48 SNPtype Genotyping Workflow Quick Reference (PN 100-3910)
o Fluidigm 96.96 Real-Time PCR Workflow Quick Reference (PN 68000130)

o Fluidigm 96.96 Genotyping Workflow Quick Reference (PN 68000129)

o Fluidigm 96.96 SNPtype Genotyping Workflow Quick Reference (PN 100-3912)
e Fluidigm 192.24 Genotyping Workflow Quick Reference (PN 100-3184)

o Fluidigm 192.24 SNPtype Genotyping Workflow Quick Reference
(PN 100-3913)

o Fluidigm 192.24 Real-Time PCR Workflow Quick Reference (PN 100-6170)

o Fluidigm 192.24 Fast/Standard Delta Gene™ Gene Expression Workflow
(PN 100-7222)

o Fluidigm 12.765 Digital PCR Workflow Quick Reference (PN 68000096)
o Fluidigm 48.770 Digital PCR Workflow Quick Reference (PN 68000147)
o Fluidigm qdPCR 37K™ IFC Workflow Quick Reference (PN 100-6896)
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Safety

IMPORTANT: For translations of the instrument safety information, see Safety
Information for Genomics Instruments (PN 101-6810).

General Safety

In addition to your site-specific safety requirements, Fluidigm recommends the
following general safety guidelines in all laboratory and manufacturing areas:

» Use personal protective equipment (PPE): safety glasses, fully enclosed
shoes, lab coats, and gloves.

* Know the locations of all safety equipment (fire extinguishers, spill kits,
eyewashes/showers, first-aid kits, safety data sheets, etc.), emergency exit
locations, and emergencyl/injury reporting procedures.

« Do not eat, drink, or smoke in lab areas.
« Maintain clean work areas.
* Wash hands before leaving the lab.

Instrument Safety

The instrument should be serviced by authorized personnel only.

WARNING! Do not modify this instrument. Unauthorized modifications may
create a safety hazard.

Biosafety in Microbiological and Biomedical Laboratories (BMBL), a
publication from the Centers for Disease Control and Prevention, and to your
lab’s safety protocol to limit biohazard risks. If biohazardous materials are
used, properly label the equipment as a biohazard. For more information, see
the BMBL guidelines online at cdc.gov/biosafety/publications/index.htm

WARNING! BIOHAZARD. If you are putting biohazardous material on the
@ instrument, use appropriate personal protective equipment and adhere to
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WARNING! PHYSICAL INJURY HAZARD. Do not attempt to lift or move any
boxed or crated items unless you use proper lifting techniques. The crated
Biomark System weighs approximately 249 kg (550 lb). The crated EP1
System weighs approximately 90 kg (198 Lb).

If you choose to lift or move the instrument after it has been installed, do
not attempt to do so without the assistance of others. Use appropriate
moving equipment and proper lifting techniques to minimize the chance of
physical injury.

Symbols on the Instrument

The following table describes the hazard symbols that may be used in this
document or on labels on the instrument.

Description

Hazard. Consult the user guide for further information.

Biohazard.

Electricity hazard. Indicates high electricity levels and a threat of electric shock from
machines and/or equipment in the vicinity. You may suffer severe injuries or death.

Lifting hazard.

Power and standby symbol.

Power switch is in the Off position.

Power switch is in the On position.

Protective conductor terminal (main ground). It must be connected to earth ground
before any other electrical connections are made to the instrument.

To minimize negative environmental impact from disposal of electronic waste, do not
dispose of electronic waste in unsorted municipal waste.

Follow local municipal waste ordinances for proper disposal provision. Contact
customer service for information about responsible disposal options.

|50 @ —oc B B >
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Electrical Safety

Electrical Safety

NOTE: The main power disconnect is on the rear panel of the instrument.

WARNING! ELECTRICAL HAZARD. DO NOT REMOVE THE COVERS. Electrical
shock can result if the instrument is operated without its protective covers. No
internal components are serviceable by the user.

WARNING! ELECTRICAL HAZARD. Plug the instrument into a properly
grounded receptacle with adequate current capacity.

Chemical Safety

The responsible individuals must take the necessary precautions to ensure that
the surrounding workplace is safe and that instrument operators are not exposed
to hazardous levels of toxic substances. When working with any chemicals, refer
to the applicable safety data sheets (SDSs) provided by the manufacturer or
supplier.
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